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^ii'^o^'- on -oJ^x^ 



[3 
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PRIOR APPLICATION NUMBER: 
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965 



110 



ERRORED SEQUENCES 

61 <210> SEQ ID NO: : 

62 <211> LENGTH: 228 

63 <212> TYPE: DNA 



W- 



E--> 72 



7 



6 4 (j<213 > ORGANI SM 

66 <TaTT> SEQUENCE: 2 

68 aaggcatacc cggagtgtgg tgagaatgaa tggctcgac^ tctgtggaac taagaagcca 60 

70 tgcgaggcca agtgcagtga ggaagaggag gaagatccga tatgccgatc attttcttgt 120 

ccgggtcccg ctgcttgcgt atgcgaagac ggatt^taca gagacacggt gatcggcgac 180 
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W--> 
E--> 

W--> 

w--> 
w--> 

E--> 



7 4 
76 
77 
78 
79 
81 
82 

8 3 



87 
89 
91 
92 
93 
94 
9^"^ 



W- 

E- 



W--> 
E--> 
W--> 
W--> 
E--> 
W--> 
W--> 
E--> 
E--> 



tgtgttaagg aagaagaatg cgaccaacat gagattatac atgtctga 
<210> SEQ ID NO: 3 

<r 

<212> TYPE: DNA 

Ancyclostoma caninum 



228 



;iO> SEQ ID NO: 3 , t 
:ll> LENGTH :(?6r^ / 



CDS 
(22) 



(321) 



misc feature 



<213> ORGANISM: 
<220> FEATURE: 
<2 21> NAME/KEY: 
<222> LOCATION: 
<2J0> FEATURE: 
<2 21> NAME/KEY: 
<223> OTHER INFORMATION 
<400> SEQUENCE: 3 
gaattccgct actactcaac a 
Met Ly^Met Leu Tyr Ala lie Ala ] 

ttt etc ctg gta 

Phe Le^y^J^u Val 



atg aag atg ctt tac get ate get ata atg _ 51 

He Met*^ -ri /rx\j< cr\j<^^^ A^^n^r^ O^-c^- 

tgc age gea aga aea gtg agp*>aag gea tac 99 

Cys Ser Ala Arg Thr Val ArgVLy^ Ala^Tyr 



tea tta 

. .. ^ .__ Ser^Leu 

96 (^15_20_J5..^>y^ 

tgt ggt gag rat gaa tgg etc gac gac tgt gga act 



/^^' 



97 
98 



ccg gag 




243 



Prjp GJ_iL,Cys Gly Glu Asn Glu Trp Leu Asp Asp Cys Gly Thr(GinlLys 

9 9 3 5 4 ^,^>^^^J/4w ^ ,r (J . . / - V /' 

100 cea tgc gag {Opc aag tgc rat gag gra ccc cet gag gag gaa (qat ccg 

101 Pro Cys Glu Ala Lys Cys Asn^Glu Glu Pro Pro Glu Glu Glu Asp Pro 

102 (<45 5^'5?;)^^^y^^.,^^ 

10 3 ata tgc cge tea cgt g^t tgt tta tta ect ect get tgc gta tgc aaa 

10 4 L L*e Cys Arg Sqr Arg^ Gly Cys Leu Leu Pro Pro Ala Cys Val Cys Lys 

105 ^'(6*0 65 70^^'>T — i^Jj^-i^ AvS* . -i 

106 gac ^^a ttc tac aga gac ^g ^t^t^/ ate ^gc^ gac gtt ag^^ gaa gaa 2 91 

107 Asp^lj^^Phe Tyr Arg Asp 

109 "^^M Ijf^^g^ 

110 ( piu) Cys AS^^Gin His Glu 

111 f^' 10'q>..v>l.b:i-frHtV 




lie (bly^ Asp nCys Val Arg Glu Glu 

att ata cat gtc t gaaeaaaaaa gcaapaataa 
He He His Val- Z ^^^^4 



344 




116 
117 
118 
119 
121 
123 
124 
125 



112 aaaggttcca actctcgctc tgeaaaatcg ctagtt^at gtetcttttg cgtccgaat^-^^^ 4 04 
114 gttttagttg atgttaagta agaactcctg ctggagagaa taaagctttc caactec /46l\ 

<210> SEQ ID NO: 4 
<.211> LENGTH: 77 
<212> TYPE: PRT 

<213> ORGANISM: Ascyclostoma caninum 
<400> SEQUENCE: 4 

Ly^, AJL^ Tyr Pro Glu Cys Gly Glu Asn Glu Trp Leu Asp Asp 
X( S 10^ 

Cys Gly Thr Gin Lys Pro Cys Glu Ala Lys Cys Asn Glu Glu 



E--> 

E--> 126Ci5_20 
E--> 
E--> 



^^^^^ 



23 



127 Pro Pro Glu Glu Gl-ti.. Asp Pro lie Cys Arg Ser Arg Gly Cys 

128 viO 35 40 



129 Leu Leu' Pro Pro Ala Cys Val Cys Lys Asp Gly Phe Tyr_Arg 

130 CaS 5 0 55_ 

131 Asp Thr Val lie Gly Asp Cys Val Arg GIu"~Glu Glu~^ys Asp 
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E--> 



E--> 



E--> 



C--> 



W--> 



w- 



w- 



132 

133 
134 

214 
jl5 
jl6 
211 
J19 
221 
2 22 
223> 
22A 
225 
226 
221 
22% 
229 
j30 
j91 
292 
293 
29A 
296 
291 
J98 
30 0 
301 
30 2 
304 
306 
307 
30 8 
309 
310 
311 
312 
313 
314 
315 
316 
317 
318 
319 
320 
321 
322 
323 
325 
327 
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(^0 

Gin His Glu Ile~Trg"^ s Val 



65 



70 



<210> SEQ ID NO: 
<211> LENGTH: 79 
<212> TYPE: PRT 

<213> ORGANISM: Ascyclos toma caninum 
<400> SEQUENCE: 8 

Arg Thr Val Arg Lys Ala Tyr Pro Glu Cys Gly Glu Asn Glu Trp Leu 

15 10 15 

Asp Val Cys Gly Thr Lys Lys Pro Cys Glu Ala Lys Cys Ser Glu Glu 

20 25 30 

Glu Glu Glu Asp Pro lie Cys Arg Ser Phe Ser Cys Pro Gly Pro Ala 

40 45 
Cys Glu Asp Gly Phe Tyr Arg Asp Thr Val lie Gly Asp 
55 



35 

Ala Cys Val 
50 



60 



Cys val Lys Glu Glu Glu Cys Asp Gin His Glu lie /lie) His VaL y 



65 70 75 

<210> SEQ ID NO: 10 
<211> LENGTH: 425 
<212> TYPE: DNA 

<213> ORGANISM: Ancyclostoma ceylanicum 
<220> FEATURE: ^ ^ ^ J .L^ ^^ij^d'L^ 

CDS ( C^-^ 
^Wl- . (291) 

misc feature 




<2 21> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: 
<223> OTHER INFORMATION: 
<400> SEQUENCE: 10 
gaattccgc atg egg acg etc tac etc att tct ate tgg ttg tte etc ate 51 
^ Met Arg Thr Leu Tyr Leu lie Ser lie Trp Leu Phe Leu lie 

1 • . 5 



10 



15 
ttc 



^4} 



20 



25 



35 



40 



Asp Pro ^J4cs lie Cys Ser Arg Ala Cys lie Arg^I 
( ^50 55 60 C^UJ .Zij^n^Sj 

tgc gat gac gga ttc tac aga gac aaa tat ggc t 
Cys Asp-A^ Gly Pie Tyr Arg Asp Lys Tyr Gly I 
70 75 / y^^I/^^^ h^S* 



art 


gaa 


aga 


99 


Asn 


Gin 


Arg 








30 




tgc 


gat 


gag 


147 


Cys 


Asp 


Glu 






45 






get 


tgc 


gta 


195 


Ala 


Cys 


Val 




gtt 


gaa 


gaa 


243 


Val 


Gin 


Gin 




gaa 


acc 


aaa 


tg 


Gin 


Thr 


Lys 





!93 



atgaccgaag cttccacctt tctatacata tcttcactgc ttgacaggct tctcgacaat 353 
ttagaagttc tgcttgactt tgtctatttg aaattgttca cactartggg ggaagtaaag 413 
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329 cattttcacg ac 425 

413 <210> SEQ ID NO: 13 

414 <:211> LENGTH: 688 

415 -.212> TYPE: DNA 

416 -.213:> ORGANISM: 

418 ^220 > FEATURE: 

419 <221> NAME/KEY: 
4 20 <22 2> LOCATION: 
422 <220> FEATURE: 
42 3 <221> NAME/KEY: 
424 



Ancyclostoma ceylanlcum 



CDS 
(21) 



(560) 



c--> 
w -> 

w--> 

w--> 



misc_f eature / f^'(^^^ 

l'll>> OTHER INFORMATION: /> (j 

426 ^400> SEQUENCE: 13 

4 29 gaattccggg cggca gaaag atg cga atg etc t ac ctt gtt cct ate tgg i - 

Leu Val Pro lle'T r^^ ^j^^j^ C^-^^^ ,Aji^j^C< Cuk.< C^^^ni 



431 

4 32 ttg 
433 Le 
434 

4 3 5 
4 3 6 



130 ^Met "T^g Met"" Leu Tyr 

ttg 
Lgii 
<15 



20 25 ) 



437 (ZO 



:tc aat gaa 

Leu Asn ;G4,u 
I f\ ^ 



agg 



3 5 4 0_ 



W--> 440O5 50 5 5^ 



65 7fl^ 




446(;75 80 85 90 

447 

44 8 Asp Asp Astr^et Glu 
W--> 449 (^9 5^ 100 1 05 

450 ccc gat gaa tgg ttc 

451 Pro Asp Glu^^p Phe 
W--> 452 115 

4 53 aag tgc agtgag ga^^ 
454 L^s Cys Ser"l?l^u Glu 
W--> 455C j-25 130 135 ^ 

45b cat get tgt act ggt 



w--> 

E--> 
W--> 



w--> 



nt p\ 


tgc 


agt 


C\ Pi 

y y ct 


aaa 


get 


gcg 


aag 


aaa 


tat 


aat 


< :) 8 


Leu 


Cys 


Ser 


Gly 


Lys 


Ala 


Ala 


Lys 


Lys 


Cys 


Gly 




ga c 




ggc 




e t g 


aag 


caa 


tgc 


gag 


eoc 


aa<j 


146 


Asp 


Cys 


r 1 \T 


Asn 


Leu 


Lys 


Gin 


Cys 


Glu 


Pro 


Lys 




agt 


gag 


gag 


tat 


gag 


gag 


gaa 


gat 


gag 


teg 


aaa 


194 


Ser 


Glu 


Glu 


Tyr 


Glu 


Glu 


Glu 


Asp 


Glu 


Ser 


Lys 




tgt 


tct 


cgt 


cgt 


gtt 


tgt 


gta 




gat 


gaa 


gga 


242 


Cys 


Ser 


Arg 


Arg 


Val/ 


^ycN Valf 


syc^ 


Asp 


Glu 


Gly 
























2 90 


aag 


ggc 


aag 


tgt 


gtt 


cga 


aaa 


gat 


gtt 


tgc 


gag 


Lys 


Gly 


Lys 


Cys 


Val 


Ala 


Lys 


Asp 


Val 


Cys 


Glu 




att 


ate 


act 


ttt 


cca 


eea 


gaa 


gac 


gaa 


tgt 


ggt 


338 


He 


He 


Thr 


Phe 


Pro 


Pro 


Glu 


Asp 


Glu 


Cys 


Gly 




gac 


tac 


tgt 


gga 


aat 


tat 


aag 


aag 


tgc 


gaa 


cgc 


38b 


A3^ 


Tyr 


Cys 


Gly 


Asn 


Tyr 


Lys 


Lys 


Cys 


Glu 


Arg 




120 
























aca 


agt 


gag 


aaa 


aat 


gag 


gag 


gea 


tgc 


etc 


tct 


4 34 


Thr 


Ser 


Glu 


Lys 


Asn 


Glu 


Glu 


Ala 


Cys 


Leu 


Ser 




cgt 


get 


tgc 


gta 


tgc 


aaa 


gac 


gga 


ttg 


tac 


aga 


482 


Arg 


Ala 


Cys 


Val 


Cys 


Lys 


Asp 


Gly 


Leu 


Tyr 


Arg 




tgt 


gtt 


cca 


cat 


gac 


gaa 


tgc 


aac 


gat 


atg 


gag 




Cys 


Val 


Pro 


His 


Asp 


Glu 


Cys 


Asn 


Asp 


Met 


Glu 




ccg 


gaa 


ace 


aaa 


cat 


tgaecagagg ctecaaetet eget 584 


Pro 


Glu 


Thr 


Lys 


His 

















4 58 ( ^4 0 14 5 



4 61(^55 160 16 5 170^ 

4 62 ate ate act ttt c 
463 He He Thr Phe P 
464^ ^175^ 180j ^ 

465 aeaeaaegte agggctagaa tggeecetct gcgagttagt agttttgctt gactctgett 644 
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467 atttgagcac tttctattga tggcgaaaat aaagcattta aaac 688 

469 ^:210> SEQ ID NO: 14 

470 <211> LENGTH: (34^ *'^ol 

471 <J12> TYPE: DNA 

472 <21J> ORGANISM: Hel igmosomoides polygyrus 
4 74 <2 2()> FEATURE: 
475 <221> NAME/KEY: CDS 
4 7 6 - 2 2 2 

478 <^220 

479 <221 
4 80 <2j;i 
482 -400 



> LOCATION: (49) . . (276) 

> FEATURE: 
NAME/KEY : misc_f eature 
OTHER INFORMATION: 
SEQUENCE: 14 



C- 



E- 



> 4 84 gaattceg^cg cacctgagag gtgagctacg caagtcttcg ctggtaca atg ate cga 5 7 

4 8 5 /''^^e tT I e A ^ . . , ■ — — ) 

> 4 87 aag etc gtt ctg act get ate gtc aeg gtg gtg eta agt gcg aaguios ] /o'2^ 



488 Lj;^s Leu,x-V^l Leu Thr Ala lie Val Thr Val Val Leu Ser Ala Lys ^ 

W--> 4 89 Q 10 1 5^ >vr5 • 

E--> 4 90 ace tgt gga cca aac gag gag tae aet gaa tgc ggg acg cca tgc gag d'Sj) 

491 Thr (:ys GU^^ro Asn GIu Glu Tyr Thr GIu Cys Gly Thr Pro Cys Glu ■ K] /) ^ , O fl 

W--> 492(20 25 30 3 53 ' 

E--> 493 ccg aag tge aat gaa ecg atg cca gae ate tgt aet etg aae tgc ate ^01 » 

494 Pro Lys J^y^ Asn Glu Pro Met Pro Asp lie Cys Thr Leu Asn Cys lie 
W--> 4 95 (^0 4 5 50 ^^ ^ 

E--> 4 96 gtg aac gtg tgt cag tge aaa eec ggc ttc aag cgc gga ccg aaa gga ^9 > 

4 97 Val AsD/JAal Cys Gin Cys Lys Pro Gly Phe Lys Arg Gly Pro Lys Gly 
W--> 498 (55 60 65 ^ 



E--> 4 99 tge gTc^gcc ccc gga cca gge tgt aaa tagttctcca cctgcccttt cgttggaa G04 ) 

500 Cys Val Ala Pro Gly Pro Gly Cys Lys — 
E--> 501 70 75 

588 <210> SEQ ID NO: 17 

589 <211> LENGTH :CC55^ V 3^ 

590 <212> TYPE: 



: DNS " 

591 <2i;^> ORGANISM: Hel igmosomo Ides polygyrus j y 

593 <'220> FEATURE: ///^^ y V \^^^^ , ^ ^ {/ a'^ ry^f^ 

594 <221> NAME/KEY: C^) C^<LU-^ \)^^ X^->- 

595 <.222> LOCATION: /(l')N . (291 ) 
597 <220> FEATURE: 



599 <223> OTHER INFORMATION: 



-,98 <221> name/key: misc_feature JUf^.-l^^ X^t^^ - 

601 <400> SEQUENCE: 17 06 ^^^xX^ 



C--> 60 3 aagctttgct aacataetgc gtaataagga gtcttaatc atg cca gtt ctt ttg 54 
g1^> 604 ' Met Pro Val Leu Leu 

605 1 5 

606 ggt att ccg tta tta ttg cgt ttc etc ggt ttc ctt ctg gta act ttg 102 

607 Gly lie Pro Leu Leu Leu Arg Phe Leu Gly Phe Leu Leu Val Thr Leu 

608 10 15 20 

609 ttc ggc tat ctg ctt act ttc ctt aaa aag ggc ttc ggt aag ata get 150 
W--> 610 /?h^ Gly Tyr Leu Leu Thr Phe Leu Lys Lys Gly Phe Gly Lys lie Ala 




file://C:\CRF3\Outhold\VsrI498556A.htm 



4/26/02 



Page 6 of 40 



RAW SEQUENCE LISTING DATE: 04/26/2002 

PATENT APPLICATION: US/0 9/4 9 8 , 5 5 6A TIME: 11:49:42 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 

611 25 30 35 



'j A. ^ 






a tt 


tea 


1 1 a 


ttt 


ctt 


get 


e tt 


att 


att 


(inn 

y y y 


ctt 


a a c 


tea 


att 


198 


b 1 J 


He 


Ala 


lie 


Ser 


Leu 


Phe 


Leu 


A r a 


Leu 


lie 


1 xe 


l'^ 1 \7- 

ijxy 


Leu 


Asn 


Ser 


lie 




614 






4 0 










4 5 










50 










615 


ctt 


gtg 


ggt 


tat 


etc 


tct 


gat 


att 


age 


gea 


caa 


tta 


ccc 


tct 


gat 


ttt 


246 


616 


Leu 


Val 


Gly 


Tyr 


Leu 


Ser 


Asp 


He 


Ser 


Ala 


Gin 


Leu 


Pro 


Ser 


Asp 


Phe 




617 




55 










60 










65 












618 


gtt 


cag 


ggc 


gtt 


cag 


tta 


att 


etc 


ecg 


tct 


aat 


gcg 


ett 


cee 


tgt 


ttt 


2 94 


619 


Val 


Gin 


Gly 


Val 


Gin 


Leu 


He 


Leu 


Pro 


Ser 


Asn 


Ala 


Leu 


Pro 


Cys 


Phe 




62U 


70 










75 










80 










85 




621 


tat 


gtt 


att 


etc 


tet 


gta 


aag 


get 


get 


att 


ttc 


att 


ttt 


gae 


gtt 


aaa 


342 


622 


Tyr 


Val 


lie 


Leu 


Ser 


Val 


Lys 


Ala 


Ala 


He 


Phe 


lie 


Phe 


Asp 


Val 


Lys 




623 










90 










95 










100 






624 


caa 


aaa 


ate 


gtt 


tct 


tat 


ttg 


gat 


tgg 


gat 


aaa 


ggt 


gga 


ggc 


tea 


ggc 


390 


625 


Gin 


Lys 


lie 


Val 


Ser 


Tyr 


Leu 


Asp 


Trp 


Asp 


Lys 


Gly 


Gly 


Gly 


Ser 


Gly 




6 26 








105 










110 










115 









NO: 19 . 
)NA W 



627 gga tcggecaagt cggeeatcce atatcacgeg gccgeggate c 434 

^j^> 628 Gly 

64U <210> SEQ ID 

641 <211> LENGTH 

642 <;212> TYPE: DNA 

643 <:213> ORGANISM: Ancyclostoma ceylanicum 

645 <220> FEATURE: 

646 <221> NAME/KEY: CDS 

647 <:222> LOCATION: ( 10).. (282) 
649 <:220> FEATURE: 



W 



650 <221> NAME/KEY: ( J' W" stands for A or_^ T^/J^ ^^i- AJ^^ 

651 <:223> OTHER INFORMATION : ^ J " (T ) ^ 
653 <400> SEQUENCE: 19 ^L^Uodu-C^-^* 

C--> 655 gaattccgg ctg gtw tec tac tgc agt gga aaa gca acg atg cag tgt ggt 51 

656 Leu Val Ser Tyr Cys Ser Gly Lys Ala Thr Met Gin Cys Gly 

657 1 5 10 




658 


gag 


aat 


gaa 


aag 


tac 


gat 


teg 


tgc 


ggt 


age 


aag 


gag 


tgc 


gat 


aag 


aag 99 


659 


Glu 


Asn 


Glu 


Lys 


Tyr 


Asp 


Ser 


Cys 


G ly 


Ser 


Lys 


(3lu 


Cys 


Asp 


Lys 


Lys 


660 


15 










20 










25 










30 


661 


tge 


aaa 


tat 


gac 


gga 


gtt 


gag 


gag 


gaa 


gac 


gac 


gag 


gaa 


cct 


aat 


gtg 147 


662 


Cys 


Lys 


Tyr 


Asp 


Gly 


Val 


Glu 


Glu 


Glu 


Asp 


Asp 


Glu 


Glu 


Pro 


Asn 


Val 


663 










35 










40 










45 




664 


cca 


tgc 


eta 


gta 


cgt 


gtg 


tgt 


eat 


caa 


gat 


tgc 


gta 


tgc 


gaa 


gaa 


gga 195 


665 


Pro 


Cys 


Leu 


Val 


Arg 


Val 


Cys 


His 


Gin 


Asp 


Cys 


Val 


Cys 


Glu 


Glu 


Gly 


666 








50 










55 










60 






667 


ttc 


tat 


aga 


aac 


aaa 


gat 


gae 


aaa 


tgt 


gta 


tea 


gca 


gaa 


gag 


tgc 


gaa 243 


668 


Pho 


Tyr 


Arg 


Asn 


Lys 


Asp 


Asp 


Lys 


Cys 


Val 


Ser 


Ala 


Glu 


Asp 


Cys 


Glu 


669 






65 










70 










75 








670 


ctt 


gac 


aat 


atg 


gac 


ttt 


ata 


tat 


ccc 


gga 


act 


cga 


aac 


tgaacgaagg etc 


671 


Leu 


Asp 


Asn 


Met 


Asp 


Phe 


He 


Tyr 


Pro 


Gly 


Thr 


Arg 


Asn 










295 

Asn 

672 80 85 90 

673 eattcttget geacaagatc gattgtctct eccetgcate tcagtagttt tgetacattg 355 
675 tatatggtag caaaaaatta gcttagggag aataaaatct ttacctatat ttaatcaatg 415 
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t > D / / 


aagtattctc 


tttct 4 30^ 






















^i. "7 (.^ 


^210> SEQ ID NO: 


20 
























K Q ("1 
O O U 


<211> LENGTH: 100 
























^^ Q 1 

b y L 


<212> TYPE: 


PRT 


























o cS J 


v213> ORGANISM: 


Ancyclostoma caninum 














L — > D o 4 


<400> SEQUENCE: ( 




^ZO^r—/ k^LKiit to 














68(S 


Met 


Lys 


Met 


Leu 


Tyr 


Ala 


rle 


Ala Tie 


Met 


Phe 


Leu 


Leu 


Val 


Ser 


Leu 


t; Q ~7 
bo/ 


1 








5 










10 










I D 




688 


Cys 


Ser 


Ala 


Arg 


Thr 


Val 


Arg 


Lys 


Ala 


Tyr 


Pro 


Glu 


Cys 


Gly 


Glu 


Asn 










20 










25 










30 






6 90 


GIu 


Trp 


Leu 


Asp 


Asp 


Cys 


Gly 


Thr 


Gin 


Lys 


Pro 


Cys 


Glu 


Ala 


Lys 


Cys 


691 






35 










40 










4 5 








692 


Asn 


Glu 


Glu 


Pro 


Pro 


Glu 


Glu 


Glu 


Asp 


Pro 


He 


Cys 


Arg 


Ser 


Arg 


Gly 


6 9 3 




50 










55 










60 










6 94 


Cys 


Leu 


Leu 


Pro 


Pro 


Ala 


Cys 


Val 


Cys 


Lys 


Asp 


G ly 


Phe 


Tyr 


Arg 


Asp 


695 


6 5 










70 










75 










80 


696 


Thr 


Val 


I le 


Gly 


Asp 


Cys 


Val 


Arg 


Glu 


Glu 


Glu 


Cys 


Asp 


Gin 


His 


Glu 


697 










8 5 










90 










95 




698 
699 


lie 


lie 


His 


Val 



























E--> 1^2 <210> SEQ ID NO: 23 

^3 ^21 1> LENGTH: 96 
/'764 -:212> TYPE: PRT 

765 <'213> C'RGANISM: Ancyclostoma ceylanicum 
767 <400> SEQUENCE: 23 ^ 
E-->V7 67 2 3 — - — 

868 -':210> SEQ ID NO: 29 

869 <211> LENGTH: 76 

870 < 212> TYPE: PRT 

871 -'213> ORGANISM: Helogmosomoides polygyrus 
87 <:400> SEQUENCE: 29 

87 5 Met He Arg Lys Leu Val Leu Leu Thr Ala He Val Thr Val Val Leu 

876 1 5 10 15 

877 Ser Ala Lys Thr Cys Gly Pro Asn Glu Glu Tyr Thr Glu Cys Gly Thr ^ 

878 20 25 30 ■ ^ jj 
E--> 879 Pro Cys Glu Pro Lys Cys Asn Glu Pro Met Pro Asp He Cys Thr rLenj ^ joO-tjf 

880 35 40 45 

881 Asn Cys He Val Asn Val Cys Gin Cys Lys Pro Gly Phe Lys Arg Gly 

882 50 55 60 

88 3 Pro Lys Gly Cys Val Ala Pro Gly Pro Gly Cys Lys 
884 65 70 75 

1121 <210> SEQ ID 

1122 <211> LENGTH: 

1123 -:212> TYPE: DNA~ 

1124 <:213> ORGANISM: Ancyclostoma caninum 

1126 <.:220> FEATURE: 

1127 <221> NAME/KEY: CDS 

1128 <222> LOCATION: (14).. (556) 
1130 <:220> FEATURE: 



) NO: 36 , ^ 
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7 , J/ 



1131 <;221> NAME/KEY: misc_f ea ture 

1132 ■:223> OTHER INFORMATION: 
1134 ■':400> SEQUENCE: 36 

E--> 1136 aattccgga aaa atg ctg atg etc tac ctt gtt cct ate tgg ttg eta 

1137 Met Leu Met Leu Tyr Leu Val Pro lie Trp Leu Leu ^ 

1138 15 10 
E--> 1139 ete att teg eaa tgc agt gga aaa tec gcg aag aaa tgt ggt ete aat 

1140 Leu lie Ser Gin Cys Ser Gly Lys Ser Ala Lys Lys Cys Gly Leu Asn ^ Y\0S 

1141 15 20 25 
E--> 114 2 gaa aaa ttg gac tgt ggc aat ctg aag gca tge gag aaa aag tgc age b-4 5i -^tT 

114 3 Gl-U Lys Leu Asp Cys Gly Asn Leu Lys Ala Cys Glu Lys Lys Cys Ser 

1144 30 35 40 , 

E--> 114 5 gac ttg gac aat gag gag gat tat aag gag gaa gat gag teg aaa tgc ^9 3 

1146 Asp Leu Asp Asn Glu Glu Asp Tyr Lys Glu Glu Asp Glu Ser Lys Cys 

1147 45 50 55 60 
E--> 114 8 ega tea cgt gaa tgt agt cgt egt gtt tgt gta tge gat gaa gga tte[241 

1149 Arg Ser Arg Glu Cys Ser Arg Arg Val Cys Val Cys Asp Glu Gly Phe^^ — 
W--> 1150 65 70 

E--> 1151 tac aga aac aag aag ggc eaa tgt gtg aca aga gat gat tgc gag tat/289 

1152 Tyr Arg Asn Lys Lys Gly Gin Cys Val Thr Arg Asp Asp Cys Glu Tyr V 

1153 80 85 90 /-""^ 
E--> 1154 gae aat atg gag att ate act ttt eea eea gaa gat aaa tgt ggt cca 3 37 

1155 Asp Asn Met Glu lie lie Thr Phe Pro Pro Glu Asp Lys Cys Gly ProV.^ 
W--> 1156 95 100 101 . ' 

E--> 1157 gat gaa tgg tte gac tgg tgt gga act tac aag eag tgt gag egc aag(3 85 

1158 Asp Glu Trp Phe Asp Trp Cys Gly Thr Tyr Lys Gin Cys Glu Arg Lys^ — " 

1159 110 115 120 
E--> 1160 tge aat aag gag eta agt gag aaa gat gaa gag gca tgc etc tea cgt (433 

1161 Cys Asn Lys Glu Leu Ser Glu Lys Asp Glu Glu Ala Cys Leu Ser Arg 
W--> 1162 125 130 135 

E--> 116 3 get tgt act ggt cgt get tgt gtt tge aae gac gga ctg tac aga gacf4 81 

1164 Ala Cys Thr Gly Arg Ala Cys Val Cys Asn Asp Gly Leu Tyr Arg Asp^ — ^ 

1165 145 150 155 , 
E--> 1166 gat ttt ggc aat tgt gtt gag aaa gac gaa tgt aae gat atg gag att( 5 29 

1167 Asp Phe Gly Asn Cys Val Glu Lys Asp Glu Cys Asn Asp Met Glu Ile^ — 

1168 160 165 170 
E--> 1169 ate act ttt eea ccg gaa ace aaa cac tgaceaaagg etetaaetet egetaeat 

1170 Ho Thr Phe Pro Pro Glu Thr Lys His 

1171 175 180 
E--> 1173 aaegtcagtg ettgaattgc cectttaega gttagtaatt ttgae^aet ctgtgtaatt (64 4 
E--> 1175 gagcattgtc tactgatggt gaaaatgaag tgttcaatgt ct (158 6^ 



■-> 117 5 gagcattgtc tactgatggt gaaaatgaag tgttcaatgt ct ^58 6 

1178 v:210> SEQ ID NO: 37 ^ 

1179 v2ll> LENGTH: 707 

1180 <212> TYPE: DNA 

1181 <'213> ORGANISM: Ancyclos toma caninum 
1183 <220> FEATURE: 




1184 v221> NAME/KEY: CDS 

1185 v222> LOCATION: ( 34 ).. (576 ) 
1187 <;220> FEATURE: 
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1188 <221> NAME/KEY: misc_feature / / 

1189 <j23> OTHER INFORMATION: J 
llMl <400> SEQUENCE: 37 



C--> 119 3 gaattccgcg gaattccggt tggcggcaga aaa atg ctg atg etc tac ctt gtt 54 

1194 Met Leu Met Leu Tyr Leu Val 

1195 1 5 

1196 cct ate tgg ttc ctg etc att teg caa tgc agt gga aaa tec geg aag 102 

1197 Pro lie Trp Phe Leu Leu lie Ser Glu Cys Ser Gly Lys Ser Ala Lys 

1198 10 15 20 

1199 aaa tgt ggc etc aat gaa aaa ttg gae tgt gge aat etg aag gea tgc 150 

1200 Lys Cys Gly Leu Asn Glu Lys Leu Asp Cys Gly Asn Leu Lys Ala Cys 

1201 25 30 35 

1202 gag aaa aag tgc age gae ttg gac aat gag gag gat tat ggg gag gaa 198 

1203 Glu Lys Lys Cys Ser Asp Leu Asp Asn Glu Glu Asp Tyr Gly Glu Glu 

1204 40 45 50 55 

1205 gat gag teg aaa tgc ega tea egt gaa tgt att ggt cgt gtt tgc gta 246 

1206 Asp Glu Ser Lys Cys Arg Ser Arg Glu Cys lie Gly Arg Val Cys Val 

1207 60 65 70 

1208 tqc gat gaa gga ttc tac aga aae aag aag gge caa tgt gtg aca aga 294 

1209 Cys Asp Glu Gly Phe Tyr Arg Asn Lys Lys Gly Gin Cys Val Thr Arg 

1210 75 80 85 

1211 gac gat tgc gag tat gac aat atg gag att ate act ttt cca eca gaa 342 

1212 Asp Asp Cys Glu Tyr Asp Asn Met Glu lie lie Thr Phe Pro Pro Glu 

1213 90 95 100 

1214 gat aaa tgt ggt cec gat gaa tgg ttc gac tgg tgt gga act tac aag 390 

1215 Asp Lys Cys Gly Pro Asp Glu Trp Phe Asp Trp Cys Gly Thr Tyr Lys, 
1^16 105 110 ^^115 ^^y^M 

E--> 1217 cag tgt gag cgc aag tgc agt gag gag eta ab^ gag aaa aat gag gag 438 

1218 Gin Cys Glu Arg Lys Cys Ser Glu Glu Leu Ser Glu Lys Asn Glu Glu 

1219 120 125 130 135 

1220 gea tgc etc tea cgt get tgt act ggt egt get tgc gtt tgc aac gae 486 

1221 Ala Cys Leu Ser Arg Ala Cys Thr Gly Arg Ala Cys Val Cys Asn Asp 

1222 140 145 150 

1223 gga ttg tat aga gac gat ttt ggc aat tgt gtt gag aaa gae gaa tgt 534 

1224 Gly Leu Tyr Arg Asp Asp Phe Gly Asn Cys Val Glu Lys Asp Glu Cys 

1225 155 160 165 

1226 aae gat atg gag att ate act ttt cca eeg gaa ajs^ aaa cae tgaccaaagg 586 
W--> 1227 Asn Asp Met Glu lie lie Thr Phe Pro Pro Glu ftsr^ Lys His * 

170 175 ^-CaiO,^^^:^ 

12 30 etetagetct cgetaeataa cgtcagtgct tgaattgtec ctttaegtgt tagtaatttt b46 
12 32 gactaaetet gtgtatttga geattgtcta ctaatggtga aaatgaagct tttcaatgac 706 
1234 t 707 

1339 <210> SEQ ID NO: 41 

1340 <211> LENGTH: 75 

1341 <212> TYPE: PRT 

1342 <213> ORGANISM: Aneyelostoma caninuin 

1345 <220> FEATURE: 

1346 <221> NAME/KEY: misc_f eature 
134 7 <223> OTHER INFORMATION: 
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1349 <400> SEQUENCE: 41 

1351 Lys Ala l^y^^^ro GIu Cys .Gly GIu Asn Glu Trp Leu Asp Val Cys Gly 

E--> 13 52 1 ^ 10 15_ ^ ^^y}^^l^J^-f>^^ h^S' 

1353 Thr Lys hy^ Pro Cys Glu Ala Lys Cys Ser Glu Glu Glu Glu Glu Asp 
E--> 1354(^ 20 25 30 ^ 

1355 Pro lie i^y^ Arg Ser Phe Ser Cys Pro Gly Pro Ala Ala Cys Val Cys 
E--> 1356 C_3 5 40 45 

1357 Glu Asp Phe Tyr Arg Asp Thr Val lie Gly Asp Cys Val Lys Glu 

E--> 1358 C_50 55 60^/* 

1359 Glu ~Gl)i_4^s Asp Gin His Glu lie He His Val 
E--> 1360^65 70 75^ 

1362 >^Ire>-^^) ID NO: 42 



13b3 



1364 <212> TYPE: PRT 



1365 < 



Jll> LENGTH: 74 



2I3> ORGANISM: Ancyclostoma canLnum 



13h8 <220> FEATURE: 

1369 <:221:> NAME/KEY: misc_feature 

1370 <223> OTHER INFORMATION: 
1372 <400> SEQUENCE: 42 



E--> 1375 1 ^5 lO^ lj/ yhL^uX-yr^ 

1376 Trp C'/sGly Lys Glu Cys Glu He Thr Cys Asp Asp Pro Asp Lys He 



1374 Ar<g[ Thr^^a Arg Lys f^r9 Pro Thr Cys Gly Glu Asn Glu Arg Val Glu 
E--> 1377c" 20 25 30^ 



1378 Cj/^—ATT^^r Leu Ala Cys Pro Gly Pro Pro Ala Cys Val Cys Asp Asp 
E--> 1379 C35 40 45 

1380 Gly^'i'yi^yr Arg Asp Thr Asn Val Gly Leu Cys Val Gin Tyr Asp Glu 
E--> 1381 55 60 

1382 Cys~";a^n^Asp Met Asp He He Met Val Ser 
E--> 1383(^65 70; 

13 85V^M:ir>'"sEQ ID NO: 43 

1386 <211> LENGTH: 88 

1387 <212> TYPE: PRT 

1388 <213> (JRGANISM: Ancyclostoma caninum 
13 91 <2 2 0> FEATURE: 

13*^2 <221> NAME/KEY: misc_f eature 
1393 <223> OTHER INFORMATION: 
13 95 <4 0 0> SEQUENCE: 4 3 



1397 Lys Pro S^ Gli^ Lys Glu Cys Gly Pro His Glu Arg Leu Asp Cys Gly 

E--> 1398 <?io i^^rh^^^"r^ 

1399 Asnr7^;tys' Pro Cys Glu Arg Lys Cys Lys He Glu Thr Ser Glu Glu 
E--> 1400(^;^^20 25 30 > 

1401 gTiT ASp Tyr Glu Glu Gly Thr Glu Arg Phe Arg Cys Leu Leu Arg 

E--> 1402 ( 35 40 4 5j 

1403 V3^r~t?y^' A^p Glu Pro Tyr Glu Cys He Cys Asp Asp i^ly Tyr Tyr Arg 
E--> 14 04 C^0__55_60 _ 

1405 Asn Lys Lys 's^ly Glu Cys Val Thr Asp Asp Val Cys (^lu Glu Asp Phe 
E--> I406C ^ 70 75_ 80 

1407 M^Qt^lu Phe He Thr Phe Ala Pro 
E--> 1408 ( 85 
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TIME: 11:49:42 



1409 
1410 
14 II 
1412 
141S 
141h < 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 

210> SEQ ID NO: 44 

211> LENi^TH: 87 

212> TYPE: PRT 

213> ORGANISM: Ancyclostoma caninum 

2 2 0> FEATURE: 

221> NAME/KEY: misc_feature 



1417 <rj23> OTHER INFORMATION: 
14 IM ^:4 0 0> SEQUENCE: 4 4 

1421 Arg Pro Gir*^JLys L^/s Cy.s Gly Pro Gly Glu Arg Leu Ala Cys Gly Asn 
E--> 1422 l( j 10 J j^. nr^^j^J^^i^ 

142J Lys Lys l^o Cys Glu Arg Lys Cys Lys lie Glu Thr Ser Glu Glu Glu 
E--> 142^2 0^ 2 5 3 0 

142^ Asp~ Asp^T^ Pro Glu Gly Thr Glu Arg Phe Arg Cys Leu Leu Arg Val 
E--> 1426 (^35 40 4^ 

1427 Cys Asp l?V(i Pro Tyr Glu Cys He Cys Asp Asp Gly Tyr Tyr Arg Asn 
E--> 1428 (^50 55 60 ' 

14 2 9 X.y's~ LyS"^l'5r^lu Cys Val Thr Asp Asp Val Cys Gin Glu Asp Phe Met 
E--> I430Q5 70 75 80 

14 31 i^lP^PjTH'n'Te^ Thr Phe Ala Pro 
E--> 14 32Qa5- 

14 34 <;210> SEQ ID NO: 45 

14 3S ^211> LENGTH: 86 

14.!l6 <212> TYPE: PRT 

14 37 <213> ORGANISM: Ancyclostoma caninum 

1440 <220> FEATURE: 

1441 <221> NAME/KEY: mlsc_feature 

1442 <223> OTHER INFORMATION: 
1444 <400> SEQUENCE: 45 

1446 Arg Pro GXn Lys L;^ Cys Gly Pro Gly Glu Arg Leu Asp Cys Ala Asn 

E--> 144 7 ](J 10 ^.y^^^jL^yyJLA 

14 4 8 Ly^^TTTS'TE^dC^s' G lju'Pro 
E--> 1449<^^ 25 30 

1450 Asp Asp^As^Val Glu Asp Thr Asp Val Arg Cys Leu Val Arg Val Cys 
E--> 1451 (35 40 45 

1452 ^^^nr^Krg'l^ Leu Lys Cys He Cys Lys Asp Gly Tyr Tyr Arg Asn Lys 
E--> 1453 ^s50 55 60 



Cys Val Thr Asp Asp Val Cys Gin Glu Asp Phe Met Glu 



Lys Cys Lys He Glu Thr Ser Glu Glu Glu 



5 80 > 



14 54 Xys Gly 
E--> 145^5 70 75 

14 5 6 Ftre-45^^-^PhT Phe Ala Pro 
E--> 1457 C^85_^ 

1459 <2T0> SEQ ID NO: 46 

1460 <211> LENGTH: 86 



14 61 
1462 
1464 
1465 < 
14 6 6 
1468 



212> TYPE: PRT 

213> ORGANISM: Ancyclostoma caninum 

22 0> FEATURE: 

221> NAME/KEY: misc_feature 

223> OTHER INFORMATION: 

400> SEQUENCE: 46 



1470 Arg Pro Glu Lys Lys Cys Gly Pro Gly Glu Arg Leu Asp Cys Ala Asn 



file://C:\CRF3\Outholcr\VsrI498556A.htm 



4/26/02 



Page 12 of 40 



RAW SEQUENCE LISTING DATE: 04/26/2002 
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E--> 1471 1 ( 5 10 1 5 j^^x^'S'Y^^ t\oS^ 

1472 Lys Lys Pf^ Cys Glu Pro lys Cys Lys lie Glu Thr Ser Glu Glu Glu 
E--> 14 7 3C20__25_ia 

1474 Asp Asp Asi^ Val Glu Glu Thr Asp Val Arg Cys Leu Val Arg Val Cys 
E--> 1475(^35 40 45 

1476 i^lu Arq^o Leu Lys Cys lie Cys Lys Asp Gly Tyr Tyr Arg Asn Lys 
E--> 1477(^ 50 55 60 

1 4 7 8 X^E^nSTy^-Hi Cys Val Thr Asp Asp Val Cys Gin Glu Asp Phe Met Glu 
E--> 147^65 70 75^80 

14 80 PhQ^Ile Thr Phe Ala Pro 
E--> 1481(^85/ 

1483 <210> SEQ ID NO: 47 

1484 <21i> LENGTH: 78 

1485 <212> TYPE: PRT 

1486 <213> ORGANISM: Ancyc Lostoma caninum 

1488 <220> FEATURE: 

1489 <221> NAME/KEY: misc_f eature 

1490 <:223> OTHER INFORMATION: 
1492 <;400> SEQUENCE: 47 

1494 Lys Ser L^ Trp Asp GLn^Lys Cys Gly Glu Asn Glu Arg Leu Asp Cys 
E-> 14 95 1( 1 10 1 5. ^y^^^Jyfy^^ 

14 96 G.ly Asn oTti Lys Asp Cys Glu Arg Lys Cys Asp Asp Lys Arg Ser Glu 
E--> 14 97 OjL,25_JID.. 

1498 Glu Glu ll^e Met Gin Ala Cys Leu Thr Arg Gin Cys Leu Pro Pro Val 



150 0 ^ys vT^C7^s Glu Asp GLy Phe Tyr Arg Asn Asp Asn Asp Gin Cys Val 
E--> 1501(^50 55 60 

1502 Jiis^^^ GliTl^iu Glu Cys Asn Met Glu Phe lie Thr Phe Ala Pro 
E--> 150:(^5 70 75^ 



1506 < 
1507 
1508 < 
1509 

1511 <220> FEATURE: 
1512 
1513 



210>"SEQ ID NO: 4 8 
211> LENGTH: 89 
212> TYPE: PRT 

213> ORGANISM: Ancyc lostoma ceylanicum 



.221> NAME/KEY: misc_f ea tare 
■:2 2 3> OTHER INFORMATION: 
1515 <:400> SEQUENCE: 48 

1517 Lys Pro Asrv-^sn Val Wet Thr Asn Ala Cys Gly Leu Asn Glu Tyr Phe 
E--> 1518 IQ^O 15^ .^^x^J^W 

1519 Ala Glu Cy^ Gly Asn Mfet Lys Glu Cys Glu His Arg Cys Asn Glu Glu 
E--> 1520 C20_25_30^ 

1521 Slu Asn G^u Glu Arg Asp Glu Glu Arg lie Thr Ala Cys Leu lie Arg 
E--> 1522 V35 40 45^ 

1523 yal Cys PJie Arg Pro Gly Ala Cys Val Cys Lys Asp Gly Phe Tyr Arg 
E--> 1524 V50 55 60 

1525^. Asrr~Afg" Thr^ly Ser Cys Val Glu Glu Asp Asp Cys Glu Tyr Glu Asn 
E--> 152es ^5 70 75 8oJ ^ 

1527 Met-^lu Phe lie Thr Phe Ala Pro Glu 
E--> 1528 (^85 
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1530 <210> SEQ ID NO: 49 

1531 <211> LENGTH: 82 

1532 ^':212> TYPE: PRT 

1533 <Jl3> ORGANISM: Ancyclostoma ceylanicum 

153 5 <j2 0> FEATURE: 

1536 ^-j21> NAME/KEY: misc_feature 

1537 <:223> C)THER INFORMATION: 
1539 •:400> SEQUENCE: 49 

1541 Vdl Pro Il^,Cys (Sly S^r Asn Glu Arg Tyr Ser Asp Cys Gly Asn Asp 
E--> 1542 I (^^JJO^lS^^^n^y^UiJ^-^^ 

154 3 Lvs Gin i^yS Glu Arg Lys Cys Asn Glu Asp Asp Tyr Glu Lys Gly Asp 
E--> 1544 <^20 25 30 ..' 

1545 cTirinra: C" >s Arg Ser His Val Cys Glu Arg Pro Gly Ala Cys Val Cys 
E--> 1546(^ 35 40 45 ^ 

1547 TTI ^ A sp <T^y Phe Tyr Arg Asn Lys Lys Gly Ser Cys Val Glu Ser Asp 
E--> 1548 ^5 0 55 60 

1549WVsp~Cys GllT^Jyr Asp Asn Met Asp Phe lie Thr Phe Ala Pro Glu Thr 
E--> 1550^65 70 75 80 

15 51 Sei— ft^pg^ 

155 3 <210> SEQ ID NO: 50 

1554 <:211> LENGTH: 84 

1555 <:212> TYPE: PRT 

1556 -:213> ORGANISM : Ancyclostoma caninum 

1558 -.:220> FEATURE: 

1559 <221> NAME/KEY: misc_f eature 

1560 <:223> OTHER INFORMATION: 
1562 <400> SEQUENCE: 50 

1564 Lys^Ser A-i^Lys Lys Cys Gly Leu Asn Glu Lys Leu Asp Cys Gly Asn 
E--> 1565 ^C^^J^IS ,->.>^,^J/-to-^ 

1566 LeuTTTS^^a' Cys Glu Lys Lys Cys Ser Asp Leu Asp Asn Glu Glu Asp 
E--> 156^_ 20 25 3Q 

1568 iyr Lys^Glcr^Glu Asp Glu Ser Lys Cys Arg Ser Arg Glu Cys Ser Arg 
E--> 1569(^35 40 45 

1570 yATg"^\raT^(?ys Val Cys Asp Glu Gly Phe Tyr Arg Asn Lys Lys Gly Gin 
E--> 1571V50 55^60 

1572 X;y-s Val Thr Arg Asp Asp Cys Glu Tyr Asp Asn Met Glu lie lie Thr 
E--> 157^5 70 75^^^ 

1574^^ ^ Pic r^ro Glu 

1576 <.210> SEQ ID NO: 51 

1577 ^;211> LENGTH: 84 

1578 <212> TYPE: PRT 

1579 <^213> ORGANISM: Ancyclostoma caninum 

1581 v220> FEATURE: 

1582 <221> NAME/KEY: misc_f eature 

1583 <:223> OTHER INFORMATION: 
1585 <.;400> SEQUENCE: 51 

1587 Lys Ser A^a Lys Lys C^s Gly Leu Asn Glu Lys Leu Asp Cys Gly Asn 
E--> 1588 lCsj±^^^y^^^Jy^ 

1589 Leu Lys Ala Cys Glu T^ys Lys Cys Ser Asp Leu Asp Asn Glu Glu Asp 
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E--> 1590 Cj O 25 _ ,3i}^ 

1591 Tyr Gly -^lu t^lu Asp GJu Ser Lys Cys Arg Ser Arg Glu Cys lie Gly 
E--> 1592.^ 3 5 4 0j 45-^ 

1593 -Arg Val CyS Val Cys Asp Glu Gly Phe Tyr Arg Asn Lys Lys Gly Gin 
E--> 1594^^5 0^55^^^ 

1595^Cys'" Val "T^r Arg Asp Asp Cys Glu Tyr Asp Asn Met Glu He He Thr 
E--> 159^ 65 70 75^0 

159'?^he-PTo''^o Glu 

1599 -;210> SEQ ID NO: 52 

1600 <211> LENGTH: 83 

1601 •■.:J12> TYPE: PRT 

1602 •■.:jl3> ORGANISM: Ancyc J os toma duodenale 

1604 <:220 > FEATURE: 

1605 <221> NAME/KEY: misc_f ea ture 

1606 <223> OTHER INFORMATION: 
1608 <:400 > SEQUENCE: 52 

1610 Lys^^Ala Ai"a>Lys Lys C^ts Gly Leu Asn Glu Arg Leu Asp Cys Gly Asn 
E--> 1611 1<^ 10_15 ^qq^%J^r-^>^ 

1612 Leu Lys G±i^ C'ys Glu Pi'O Lys Cys Ser Asp Leu Glu Ser (31u Glu Tyr 
E--> 1613^ ^20 25 _ 3jL 

1614 jGl-U Glu GisU Asp Glu Ser Lys Cys Arg Ser Arg Glu Cys Ser Arg Arg 
E--> 1615(^35 40 J3 

1616^VaT~Cys X^l Cys Asp GJu Gly Phe Tyr Arg Asn Lys Lys Gly Lys Cys 
E--> 1617(^ 50 55_ 60 

1618 Val AlaT^s Asp Val Cys Glu Asp Asp Asn Met Glu He He Thr Phe 
E--> 161^ ^5 70^ 75^0 

1620 Pro Pro Glu 

1622 -'210:> SEQ ID NO: 53 

1623 <211:> LENGTH: 78 



1624 <:212 

1625 <213 

1627 <220 

1628 <.221 

1629 <223 
1631 v400 



:;> TYPE: PRT 

> ORGANISM: Ancyclostoma caninum 
).> FEATURE: 

> NAME/KEY: misc_feature 
OTHER INFORMATION: 
SEQUENi:E: 53 

1633 Asp Lys C^f^ Gly Pro ^sp Glu Trp Phe Asp Trp Cys Gly Thr Tyr Lys 
E--> 1634 1(^5 10 15^^. J,.^/ 



1635 Gin Cysuji* Arg Lys'Cys Asn Lys Glu Leu Ser (31u Lys Asp Glu Glu 
E--> 1636 20 25 30^ 

16 3 7 /t la C7 5-'Lh£u Ser Arg Ala Cys Thr Gly Arg Ala Cys Val Cys Asn Asp 
E--> 16 3 8 C3_5_40_j15 

1639 Gly Leu T^r Arg Asp Asp Phe Gly Asn Cys Val Glu Lys Asp Glu Cys 
E--> 164o( ^50 51 ..^ 

1641 Asn As^ Met Glu He He Thr Phe Pro Pro Glu Thr Lys His 
E--> 1642^65 70 75 



1644 V 
164 5 
1646 
1647 



SEQ ID NO: 54 

ill> LENGTH: 78 /O 1 <C 

112> TYPE: PRT V / ^ 

'13> ORGANISM: Ancyclostoma caninum W 
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RAW SEQUENCE LISTING DATE: 04/26/2002 

PATENT APPLICATION: US/09/4 98 , 5 56A TIME: 11:49:42 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 

1649 ':220> FEATURE: 

1650 -2 21 > NAME/KEY: misc_feature 

1651 •:223> OTHER INFORMATION: 
1653 ':400 > SEQUENCE: 54 

1655 Asp Lys Cy^Gly Pro ftsp Giu Trp Phe Asp Trp Cys Gly Thr Tyr Lys 
E--> 16 5 6 l<^_10_J^yy^^^Jb^<^^ 

1657 GLn Cys G4^u'Arg Lys Cys Ser Glu Glu Leu Ser Glu Lys Asn Glu Glu 

E--> leseOo ^5 _ 3jt 

1659 Ala Cys ^S^u Ser Arg Ala Cys Thr Gly Arg Ala Cys Vai Cys Asn Asp 
E--> 1660C^ 40 45' 

1661 (iXy Leu^yr Arg Asp Asp Phe Gly Asn Cys Val Giu Lys Asp Glu Cys 
E--> 1662(^50 55^0 

16 6 3 .As~n^?fSp Met Glu lie lie Thr Phe Pro Pro Giu rhr Lys His 
E--> 1664!^5 70., 75 

1666 OII5T SEQ ID NO: 55 

1667 <211> LENGTH: 77 

1668 ':212> TYPE: PRT 

1669 ':213> ORGANISM: Ancyclos toma duodenaie 

1671 •:220> FEATURE: 

1672 •-221> NAME/KEY: misc_f eature 

1673 <:223> OTHER INFORMATION: 
1675 '.:400> SEQUENCE: 55 

1677 I'Ysj^Zys Pre^ Thr Asp Giu Trp Phe Asp Trp Cys Gly Thr Tyr Lys His 
E--> 1678 l(4_I£_J^ ^^..^^ 

16^9 Cys Giu^eu' Lys Cys Asp Arg Giu Leu Thr Glu Lys Giu Giu Gin Aia 
E--> 168(K^20 25 Sa 

1681 C^7s~~T:eu S^r Arg Vai Cys Giu Lys Ser Aia Cys Vai Cys Asn Asp Gly 
E--> 1682(^35 40 45 * 

1683 Lou Tyr Ar^ Asp Lys Phe Gly Asn Cys Val Glu Lys Asp Glu Cys Asn 
E--> 1684 \50_55_60 

i685^sp"T4er^lu lie lie Thr Phe Aia Pro Glu Giu Thr Lys 
E--> 1686^ 65 70 75 

16 88^trira5''SEQ ID NO: 5 6 

1689 v:2ii:> LENGTH: 78 

1690 -:212> TYPE: PRT 

1691 -:213> ORGANISM: Ancyclostoma duodenaie 

1694 <220> FEATURE: 

1695 -221> NAME/KEY: misc_f eature 

1696 ':223:> OTHER INFORMATION: 
1698 ^400> SEQUENCE: 56 

1700 Asp^Glu C^ Gly Prq^ Asp Glu Trp Phe Asp Tyr Cys Giy Asn Tyr Lys 

E--> 1701 1(XJ^_J^ /7>^i^'-^fv*^ 

1702 ,Lys Cys Glu Arg Lys ^:ys Ser Glu Giu Thr Ser Giu Lys Asn Glu Glu 
E--> 1703^v^20 25 30^ 

1704 /Ua~~~rYS''''^u Ser Arg Ala Cys Thr Gly Arg Ala Cys Val Cys Lys Asp 
E--> 1705 Qs 

1706 GJyTTeu T^r Arg Asp Asp Phe Gly Asn Cys Val Pro His Asp Giu Cys 
E--> 1707 (50 55 60. 

1708 A^Tr— ?rSpMet Glu lie lie Thr Phe Pro Pro Giu Thr Lys His 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/4 98 , 556A 



DATE: 04/26/2002 
TIME: 11:49:42 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 



E--> 170C65_J70J15 



1711 <;210> SEQ ID NO: 57 

1712 <211> LENGTH: 75 

1713 <212> TYPE: PRT 

1714 '-:213> ORGANISM: Ancyclostoma ceylanicum 

1717 <220> FEATURE: 

1718 <221> NAME/KEY: misc_f eature 

1719 <223> OTHER INFORMATION: 
1721 -400> SEQUENCE: 57 

1723 Lys Ala -^4m^Pro Lys Cys -sAsp Val Asn Glu Arg Phe Glu Val Cys Gly 
E--> 1724 1<5_10 15^ />7^wXfv^' 

1725 Asn Leu 175^ Glu Cys Glu Leu Lys Cys Asp Glu Asp Pro Lys He Cys 
E--> 1726(^ 20_25_J^ 

1727 ^er Arg Ata^ Cys He Arg Pro Pro Ala Cys Val Cys Asp Asp Gly Phe 
E--> 1728C 35 40 45 . 

172 9 J^Y^ ^PTTq^^ Lys Tyr Gly Phe Cys Val Glu Glu Asp Glu Cys Asn Asp 
E--> I730Q5O ^5_^ 

173L--Mel, Gnr\rie He Thr Phe Pro Pro Glu Thr Lys 
E--> 173^65 70^5 

1734 <:2TTrrSEQ ID NO: 58 

1735 ^.211> LENGTH: 77 

1736 <212> TYPE: PRT 

1737 v213> ORGANISM: Ancyclostoma ceylanicum 

1740 <:j20> FEATURE: 

1741 <221> NAME/KEY: misc_f eature 

1742 <223> OTHER INFORMATION: 
1744 <400> SEQUENCE: 58 
1746 Arg Thr^ 

E--> 1747 lC|llO__ 

1748^,. Asn Ala A^'c'yi Glu Thr Lys Cys Gly Glu Glu Glu Lys Val Cys 

E--> 174§^ ^0 25 J J}? 

1750 Arg Ser Pr^q Glu Cys Thr Ser Pro Gly Ala Cys Val Cys Glu Gin Gly 
E--> 175iv^J^ 40 4J 

17 52 Phe~Tyr ^g Asp Pro Ala Gly Asp Cys Val Thr Asp Glu Glu Cys Asp 
E--> 1753V50_J5J&<) 

1754- cTiT'Trp^ Asn Asn Met Glu He He Thr Met Pro Lys Gin 
E--> 1755^^65^7X1-7 5 

1757 ^'210> SEQ ID NO: 59 

1758 <211> LENGTH: 84 

1759 <212> TYPE: PRT 

1760 <213> ORGANISM: Ancyclostoma caninum 

1763 <220> FEATURE: 

1764 <'221> NAME/KEY: misc_f eature 



^J^l Lys Lys ^ys Gly Lys Asn (jlu Arg Tyr Asp Asp Cys Gly 
Asp Cy^ Glu Thr Lys Cys Gly Glu Glu Glu Lys Val Cys 



1765 
1767 



223> OTHER INFORMATION: 
400> SEQUENCE: 59 



1769 Lys ^la ^jm^r Met Gin Cys Gly Glu Asn Glu Lys Tyr Asp Ser Cys Gly 



1771 Ser Lys^G^u Cys Asp Lys Lys Cys Lys Tyr Asp Gly Val Glu Glu Glu 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/498, 556A 



DATE: 04/26/2002 
TIME: 11:49:42 



Input Set : A: \PTO . VSK , txt 

Output Set: N:\CRF3\04262002\I498556A.raw 

1773 Asp Asp QTu Glu Pro Asn Val Pro Cys Leu Val Arg Val Cys His Glu 
E--> 1774 C^3^40 45) 

1775 Asp^^Cy^^l^l Cys Glu Glu Gly Phe Tyr Arg Asn Lys Asp Asp Lys Cys 
E--> 1776 ^v^ 55 60 

1777 Val— SHX^ta Glu Asp Cys Glu Leu Asp Asn Met Asp Phe lie Tyr Pro 
E--> 1778^ 70 75 80] 

1779 GT:y--ttt^-Ar^' Asn 

2064 ^:210> SEQ ID NO: 72 



W--> 2 



E--> 2 
E--> 2 



W--> 2 

W--> 2 
W--> 2 



Oh5 -:211> LENGTH 
Oh6 ':212> TYPE: PR 
067 <213> ORGANISM 
0 70 <2 2 0> FEATURE: 
O^^l ■.:221> NAME/KEY: misc_feature 
072 <223> OTHER INFORMATION: 
074 •:400> SEQUENCE: 72 

076 Giy^^^Tyi' Aiy "^sn 

077 i^^^^v 

154 
1 5 5 
156 
157 

IbO 



1 (^^/yi>^^J^-^^ /w->W 

■M0> SEQ ID N'J: 78^ 
Ml> LENGTH:^^7^' 




TYPE: PRT 




213^^ 6RGANISM 

0> FEATURE: 

161 <221> NAMH/JteY: ^"Xaa" in locations 1 and 2 is an amino acid, provided that 

162 ^^east one Xaa is Glu or Asp 

21 h 3 ':223> OTHER INFORMATION: 

21 h 5 v:400> SEQUENCE: 7 8 C 
W--> 2167 XaaJCaa Gly^he^Tyr Arg Asp 
E--> 2168 

2319 <210> SEQ ID NO: 89 

2320 "-:211> LENGTH : . 

23 21 <,^ ^ TYPE : DNA J A^Q 4^fLPl-2.L. 

i322Q2l3> ORGANISM: ^ ^ 

;3 2 4 <TTT0'> SEQUENCE: 89 




W--> 2 
W--> 2 

E--> 2 



<2lf'^ ORGANISM 

)> SEQUENCE: 
!326 aacccatacc cccactc 

:327 '.:j10:> SEQ ID NO: 90' 
!328 <:211> LENGTH 
:32 9 <,-<J*3.> TYPE 
330 ^21}^ ORGAN 
3 33 ^^yT6> FEATURE 



tc 22 



H * Z L 



334 <221> NAME/KEY :ClXa a/' in lo cati ons 1 to 2 is an amino ac 

335 <223> OTHER INFORMATION: .1 
33 7 <4 00> SE QUENCE :_90___ 



33 

341 



j342 <.211 
^34 3 v212 



LE 
TY 



W--> 2 



344 <:213> ORGANISM 

346 '^220> FEATURE 

347 <221> NAME/KE: 



77 -IZU^ (I^JUU^\^L<<^ CM,yn,L^U±'^< Jr^^'^l 



AARCCNTGYG ARMGGAARTG Y 2 

210> SEQ ID m : 91 " 




stands for A of G; 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/4 98 , 55 6A 



DATE: 04/26/2002 
TIME: 11:49:42 



Input Set : A:\PTO.VSK.txt 



W--> 2 3 

23 
23 

E--> 23 

J3 
23 
23 
23 
2 3 
2 3 
2 3 
23 

E--> 23 

2 3 
2 3 
2 3 
23 
23 
23 

W--> 23 
W--> 23 

23 
2 3 

E--> 23 

24 
2 4 
24 
24 
24 
2 4 
2 4 
2 4 

E--> 24 

2 4 

E--> 24 

24 

2 5 
25 
25 
25 
25 
25 
2 5 
2 5 
2 5 

E--> 25 

2 7 
28 



e: and "Y" stands for C or T» 



48 

4 9 v223> OTHER 

5 l^^SJ 0 > .-SE^^^^eNCTT 

5 jCtwrwanccnt cyttrcanac 

54 



INFORMATION : 

RCA 



7 



2 10> 
211> 
2i2> 
2 1 3 > 
220 > 
2 J 1 > 
2 2 3 > 
4()0> 



SEQ ID NO 
LENGTH : 13 
TYPE: PRT 

fjRGANlSM: Ancyclostoma caninum 
FEATURE: 

NAME/KEY : misc_f eature 
•JTHER INFORMATION: 
SEQUENCE: 92 



Lys Ala Tyr Pro 

^.210> 
<211> 



Glu Cys Gly Glu Asn Glu Trp Leul Aop ; JU1\A^^^ 
5 - 10 V ^ 



NO: 94 



SEQ ID 
LENGTH : (?S 
TYPE: DN>r 

ijRGANISM: Ancyclostoma caninum 

E'EATUKE : - _ — 

86 <221> NAMi;/KEY: S'R" stands for A or G ; 
8 7 C^r T 

88 < 2 2 3 > OTHER^NFORMATION : 
90 <4(i()> SEQUENCE: 94 



1. J > 

<:2l 3> 
<220> 



"N" Stands for inosine; "Y" stands 




92 aargcntayc cngartgygg ngaraaygar tgg 3 3 

17 v2L0> SEQ ID NO: 97 

18 <211> LENGTH: 2 0 

19 ^212> I'YPE: PRT 

20 -';2 13> (jRf^ANISM: Ancyclostoma caninum 
2 2 <2 20 > B'EATUPE: 

23 <221> NAME/KEY: misc_f eature 

24 ^:22 3> OTHER INFORMATION: N- terminal caninum 
2t. <400 > SEQUENCE: 97 /^^ A ' 
28 Lys Ala^ ^yr Pro Glu Cys Gly Glu Asn Glu/Tip^Leu Asp Asp Cys Gly Thr 

29^J^0^t■^ 5 10 V^ -. 15 

3ofGb.' Lys Pro 



31 

2 9 

3 0 
31 
3 2 
34 
3 5 
36 
3 8 
40 
41 
99 
00 
01 



^210 
v211 
<212 
^213 
<220 
<:221 
<:223 
<:400 
Lys 
1 

210> 
211> 



I NO: 10 6 ^) j ; > 



20 
SEQ ID 
LENGTH : 
TYPE: PR"1 
ORGANISM: Ancyclostoma caninum 
FEATURE : 

NAME/KEY : misc_f eature 

OTHER INFORMATION: N- terminal fragment 
SEQiUENCE: 106 



Ala Tyr Pro Glu 
5 

SEQ ID NO: 12^ 
LENGTH: 91 



<:212> TYPE: PRT 



file://C:\CRF3\OutholcfvVsrI498556A.htm 



4/26/02 



Page 19 of 40 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/4 9 8 , 5 5 6A 



DATE: 04/26/2002 
TIME: 11:49:42 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A, raw 




2802 <213^ ORGANISM: Ancycios toma caninum 

2804 <:220 > FEATURE: 

2805 <:221> NAME/KEY: misc_f eature 

2806 <;223 > OTHER INFORMATION: 'x . 
2808 <:400 > S E^^U^INC Ej__^2^__^ ^ A ^ 

E--> 2810 Leu Val[ Ear rryr^~Cys Ser Gly Lys Ala Thr Met Gin Cys Gly Glu Asn 
281 L 1 ' 5 10 15 

2812 Glu Lys Tyr Asp Ser Cys Gly Ser Lys Glu Cys Asp Lys Lys Cys Lys 

2813 20 25 30 

2814 Tyr Asp Gly Val Glu Glu Glu Asp Asp Glu Glu Pro Asn Val Pro Cys 

2815 35 40 45 
281t) Leu Val Arg Val Cys His (^In Asp Cys Val Cys Glu (^lu Gly Phe Tyr 

2817 50 55 60 

2818 Arg Asn Lys Asp Asp Lys Cys Val Ser Ala Glu Asp Cys Glu Leu Asp 

2819 65 70 75 80 
j820 Asn Met Asp Phe lie Tyr Pro Gly Thr Arg Asn 

:l 85 90 

48 <-:210> SEQ ID NO: 131 / - - / - ^ ^ 



2 8 50 <2\2.> TYP* 



c 

t 



W--> 2851 <213<^GANISftT . j 

2853 <:220> FWUREr^^r?-^^^^^''''7^^'V^ 



w--> 2854 <221> NAME/KEY : ^aa^n locatioiTT'rrr— 5^ Is an amino aci'a ^^^ J^lhudlJ-i^ (t>-^d^^^-^\ 

2855 <223> OTHER IN FORMAT ION : Internal fragment ~T ^ ^ 

2852--^4OT^r-^K^JENC^ 131 ^ <^ jL^^-y-L^ 

W-->f5859 Cys Xaa Xaa Xaa Xaa Cys ^ /7 * 



E--> 



3425 ^210 > SEQ ID N©.: 174 t 

3426 <211> LENGTH :(^20^<^ ,^J^ 1^ 

3427 <ZIi> TYPE: PRT / 9 l 

3430 >Si4^ FEATURE: , — - 

W--> 3431 <221> NAME/KEY r^aa in locations 2 to 5 is an ami no aci 

3432 <223> OTHER INFORMATION: Internal fragment X. 

3434 <400> SEQUENCE: 174 X 

W--> 3436 Cys Xaa Xaa Xaa Xaa 
E--> 3437 1 5 



3438 <210 

3439 <211 

3440 < 



> SEQ ID N^ 

> LENGTH:(2( 
TYPE: PI 



W--> 344lf<213y ORGANISM: 

344 3 >si;3^ FEATURE: 



y4^7%(^J ^ 

W--> 3444 <221> NAME/KEY^t ^^^aa in locations 2 to 4 is an amino ac> d 

3445 <223> OTHER INFORMATION: Internal fragment 
3447 <-400> SEQUCTTTFTTT^ 
W--> 344^'cys Xaa Xaa Xaa 1 

E"> 3^5^— i — — \ I jnq 

E--> 3490 <210> SEQ ID NQ: 180 J yA^^^^^^^ I ' I 

3491 <211> LENGTH:AT> j ^ U ^ 




/ 
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--> 



E- 



W- 
W- 



W- 
E- 



W- 



E- 



W- 
W- 



W- 

E- 



-> 



w- 

E- 
E- 



--> 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/498 , 556A 



DATE: 04/26/2002 
TIME: 11:49:42 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 




- — ■ -^m^ 



34 96 <221> NAME/KEY: in loca tiions 2 and locations 4 to 14 is an amino acid 

3497 <223> OTHER INFORMATION : InternaT fraqm^nt 

3499 <400> SEQUENCE: 180 

3 501 Cys Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
3502 1 • 5 10 15 

<2L0> SEQ ID NO^lSl . 
<211> LENGTH Qs^ y / 
<Tr2^%^,YPE: PRT I J 
<213> 0RGANISM: 

>^Ti^K^:^FEATURE : ^ ^ " " — ^ 

<221> NAME /KEY. <rxaa in locations ^ to 8 is an amino_aci^ 
<223> OTHER INFORMATION: Internal fragment 

<400> SEQUENCE: 181 

Cys Xaa Cys Xaa Xaa Xaa Xaa Xa^Xaa Xaa Xaa Xaa Xaa Xaa 

1 5 • ♦ To ' ' 

SEQ ID m^l82-. 
LENGTH \J J 'A/ 
iTYPE: PRT ^ 

RGANISM: 

FEATURE : ^--> — ~ " " 

<221> NAME/KEY <^^Xaa in l ocations 2 to 7 is an amino acid 
OTHER INFORMATION 
SEQUENCE: 182 



3503 
3504 
3505 
35o( 
3508 
3509 
3510 
3512 
3514 
3515 
3516 
3517 
3518 
35 
352 
3522 



iO> 




Xaa 



3523 <223> 
3525 <400> 

3 527 Cys Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 

I10> SEQ ID NO: 18 3 
!11> LENGTH 
rPE : P 
<2i3> oiGANISM: 

^EATURE : 

<221> NAME/KEXifxaa in locations 

<223> OTHER INTOl^^Vi^^^ 
<400> SEQUENCE: 183 



Internal fragrnent 




'CD 7 

PRT / 



2 to 6 IS 




Xaa Xaa Xaa Xaa Xaa Xaa 

5 

<210> SEQ ID NO: 184 
<jll> LENGTHr^lTN / 
^«^?2^ TYPE: V^rr^ ^ 
^213^' ORGANISM: 

<:rTtf> FEATURE: 

<221> NAME/KEY ( fxaa in locations 




<223> OTHER INFORMATION: 
3551 <400> SEQUENCE: 184 
3553 Cys Xaa Xaa Xaa Xaa Xaa 
1 5 
<210> SEQ ID NO: 204 



2 to 2 6 is an amino acid 

Internal t ragment 



3554 
3832 




7c 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/4 98 , 5 56A 



DATE: 04/26/2002 
TIME: 11:49:43 



E--> 
E--> 



W--> 
W--> 

w--> 

E--> 



W--> 
W--> 

W--> 

E--> 

E--> 
E--> 
E--> 

W--> 
W--> 



E--> 
E--> 



W- 

w- 



E--> 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04 262 0 02\I4 9 8 5 5 6A.raw 



3884 
3897 

4220 
4 2 21 
422 
42231 
4225 
4226 
4227 
4229 
4231 
42 32 
4233 
4234 
4 2 5 
4 2.^ 

4 23 
423< 
4j40 
4241 
4242 
4244 
4246 
4247 
4248 
4249 
445 
4561 
4717 
4821 
4822 
4823 
4824 
4826 
4827 
4828 
4830 
4832 
4833 
5349 
5350 
5351 
5352 

5 3 54 
5355 
5356 
5358 
5360 
5361 




209<i^ ^J^ZJ^^ ZO^/TA-^^*^ 



<210> SEQ ID NO 
<210> SEQ ID NO 

SEQ ID NO 
LENGTH: 2 6 
.TYPE: PRT 

ORGANISM: 

FEATURE: 

<221> yrAMTr/yF\E<^j^ r i in J.ocation 2 to 26 is an 

<:223> OTHER INFORMATION: Internal fragment 
<400> SEQUENCE: 233 

Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaar Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 




1 



Xaa Xaa Xaa Xaa 

2 0 

<:210> SEQ ID NO 
LENGTH: 2 5 
|TYPE: PRT 
ORGANISM: 
.^Sh> FEATURE: 
<221> NAMF/KTTYt ^aa in 



Xaa Xaa Xaa 

— ^ 25 

234 



XaafXee/ ] 



10 
Xaa 



15 




Inf-al-ioq 2 to 25 is 



<223> OTHER INFORMATION: Internal fragment 
<;400> SEQUENCE: 234 

Cys Xaa X^a Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 




Xaa Xac 



<210> SEQ ID NO; 24 



5 10 

a Xaa Xaa Xaa Xaa Xaa Xaa ^ 

^^3 ^ / .25 

,8 >^ fx^i^<^ 



Xaa Xaa Xaa Xaa Xaa 

15 



<2I0> SEQ ID NO: 
<210> SEQ ID NO: 

<210> SEQ ID NO: 
<211> LENGTH: 15 

yiYPE: PRT 
<2i3> 'ORGANISM: 

FEATURE: 



<221> NAME/KEY :< ^aa in l ocation 2 and locations 4 to 15 is an amino 

Internal 1 ragment 




^223> OTHER INFORMATION: 
<:400> SEQUENCE: 277 
Cys Xaa Cys Xaa Xaa Xaa Xaa 
■l(^io f5^,^>\^'2^X4W' 
<2KrT-5K0^ID NO: 315 
<211> LENGTH: 20 
<riT?^ TYPE: PRT 
r<213:^ ORGANISM: 
\^^> FEATURE: - 
<221> NAME/KEY l Xaa in locations 1 
<:223> OTHER INFORMATION: 
<:400> SEQUENCE: 315 



Xaa Xaa Xaa Xa 




aa Xaa Xaa 




to 3 and locations 5 to 2 0 is an amino acid 



Internal fragment 



aa ^JC^a Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa(Eas)xaa Xaa Xaa Xaa 
10 15^ . V_ ' I 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/4 9 8 , 5 5 6A 



DATE: 04/26/2002 
TIME: 11:49:43 



w — r 


D J D Z 


ill r 


J J D J 




c: n n /I 

D y U 4 




5905 




5906 


w--> 


59o{ 




5909 


w--> 


5910 




5911 




5913 


w--> 


5915 


E--> 


5916 


E--> 


5920 


E--> 


5921 


E--> 


5922 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\l498556A.raw 

Xaa Xaa Xaa Xaa y 

<210> SEQ ID NO: 356 
<211> LENGTH: 6 
TYPE: PRT 

ORG ANI SM : ' — - 

<220> FEATURE: ^->< ^ 

<221> NAME/KEY//^aa in locf^i--ir>n 9 i-o ^ is an amino acid 



<223> OTHER INFORMATION: Internal fragment 
<400> SEQUENCE: 356 
Cys Xaa Xaa Xaa *Xaa Xaa 

^ uuuLiTTued) ' 
( , continued) 

C : \WINNT\Prof iles\chipman_l\Desktop\7 0 016 3 3 7_1 . DOC 
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<212> PRT 
<213> 



<220> 

<221>(Xaa in location 2 to 6 is an amino acid 



<22 3> Internal fragment 

<400> 255 

Cys Xaa Xaa Xaa Xaa Cys 
1-5 








RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/4 98 , 5 5 6A 



DATE: 04/26/2002 
TIME: 11:49:44 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04 2 62 0 02\I4 9 8 5 56A.raw 



Skipped _Sequence^s (NEW RULE SJ^: 

Sequence(s) missing. If intentional ^ please use the following format for 

each skipped sequence. 
<210> sequence id number 
<4 00> sequence id number 
000 

Seq#:179,208,256,268 
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4/26/02 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/4 98 , 5 56A 



DATE: 04/26/200: 
TIME: 11:49:44 



L : 
L : 
L : 
M: 
L : 
L : 
M: 
L : 
L : 
L: 
L: 
M: 
L: 
L: 
L: 
L: 
L: 
L: 
M: 
L: 
L: 
L: 
L: 
L: 
L : 
L : 
L : 
L : 
L: 
L: 
M: 
L: 
M: 
L : 
L : 
L : 
M: 
L: 
L: 
L : 
L: 
L : 
L : 
L: 
L: 
L : 
L : 
L : 



19 

4 9 

53 

112 

64 

68 

11 

72 

91 

93 

94 

11 

96 

98 

99 

10 0 

100 

102 

254 

10 3 

10 5 

106 

10 7 

10 8 

10 

110 

111 

112 

114 

124 

332 

151 

112 

170 

2 2 9 

247 

112 

2 6 0 

264 

267 

270 

273 

276 

279 

282 

285 

306 

307 



M: 
M: 

M:112 C 



71 C 
01 W 



Input Set : A:\PTO.VSK, txt 

Output Set: N:\CRF3\04262002\I498556A.raw 

Current Filing Date differs, Replaced Current Filing Date 
Mandatory field data missing, <213> ORGANISM 
(48) String data converted to lower case, 
Repeated in SeqNo=l 
M:20i W: Mandatory field data missing, <213> ORGANISM 
M:112 C: (48) String data converted to lower case, 

Repeated in SeqNo=2 
M : 3 2 ( ) E 
M:112 C 
M: 336 W 
M : 3 2 ij E 



(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 
(48) String data converted to lower case, 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 



Repeated in SeqNo=3 
M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
M:254 E: No. of Bases conflict, LENGTH : Input : 19 5 Counted:194 SEQ:3 
M:320 E: (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 2 
M:3 36 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
Repeated in SeqNo=3 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 5 

(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 3 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 

(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 
No. of Seq. differs, <211> LENGTH : Input : 4 61 Found:460 SEQ:3 
(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 4 
in SeqNo=4 

(48) String data converted to lower case, 
in SeqNo=5 

(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 1 
(2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 
(48) String data converted to lower case, 
in SeqNo=9 

(2) Invalid Amino Acid 
Invalid Amino Acid Numb 
Invalid Amino Acid Numb 
Invalid Amino Acid Numb 
Invalid Amino Acid Numb 
Invalid Amino Acid Numb 
Invalid Amino Acid Numb 
Invalid Amino Acid Numb 
Invalid Amino Acid Numb 

(48) String data converted to lower case. 
Sequence data Name/Key Feature Out-of- Range , SEQ ID# 



M 


320 


E 


M 


3 36 


W 


M 


320 


E 


M 


3 34 


W 


M 


3 36 


W 


M 


320 


E 


M 


334 


W 


M, 


3 36 


W 


M: 


320 


E 


M: 


252 


E 


M: 


332 


E 



Repeated 


M 


112 


C: 


Repeated 


M 


334 


W: 


M 


330 


E: 


M 


112 


C: 


Repeated 


M 


334 


W: 


M 


336 


W: 


M 


336 


W: 


M 


336 


W: 


M 


336 


W: 


M: 


336 


W: 


M: 


336 


W: 


M: 


336 


W: 


M: 


336 


W: 


M: 


112 


C : 


M: 


351 


W: 



Coding Region, NUMBER 


OF 


INVALID KEYS 


in 


Coding 


Region , 


SEQ 


ID 


9 


in 


Coding 


Region , 


SEQ 


ID 


9 


in 


Coding 


Region , 


SEQ 


ID 


9 


in 


Coding 


Region , 


SEQ 


ID 


9 


in 


Coding 


Region , 


SEQ 


ID 


9 


in 


Coding 


Region , 


SEQ 


ID 


9 


in 


Coding 


Region , 


SEQ 


ID 


9 


in 


Coding 


Region , 


SEQ 


ID 


9 



10, CDS LOCATION : 1 .. 291 
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VERIFICATION SUMMARY DATE: 04/26/2002 

PATENT APPLICATION: US/09/4 98 , 556A TIME: 11:49:44 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 





1 1 » 
X 1 ^ 


Repeated in SeqNo=10 












Li 


o 1 ^ 


M 


320 


E 


: (1) Wrong Nucleic Acid Designator, 


MUMBER OF INVALID KEYS : I 


J 

Li 


J 1 / 


M 


336 


W 


: Invalid Amino Acid Number 


in Coding 


Region , 


SEO 


ID : 


10 


Li 


J> ^ 


M 


336 


W 


: Invalid Amino Acid Number 


in Coding 


Region , 


SEC 


ID : 


10 


J 


^ > ^ 


M 


336 


W 


: Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


I Et : 


10 






M 


112 


c 


: (48) String data converted 


to lower 


case , 








T 

i-j 


o 4 o 


M 


334 


w 


: (2) Invalid Amino Acid in 


Coding Region, NUMBER 


OE 


TNVAT ID KFYS 

X ill V t\ LJ i\ l_i i. iJ 


r 
Li 


1 ■ "4 


M 


336 


w 


: Invalid Amino Acid Numtier 


1 n CoH 1 n rr 

L Ll *^^\J\Jl L Liy^ 




SE*') 


I D : 


11 




1 i 


Repeated in SeqNo=ll 












T 

Li 


O J) ^ 


M 


336 


w 


• Invalid Amino Acid Numtier 


in Coding 


Region , 


SEQ 


IE* : 


11 


T 

Li 




M 


336 


w 


: Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID : 


11 


T 
Li 


J ..) C5 


M 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


I D : 


11 


T 

Li 


■3 J. 


M 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID : 


11 


T 
Ll 


J u 4 


M 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


1 L' . 


1 1 

J. ± 


T 
Ll 


T 7 


M 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEu 


ID : 


1 1 


T 

Ll 




M 


112 


c 


(48) String data converted 


to lower 


case , 








T 
ij 




M 


336 


w 


Invalid Amino Acid Numtier 


in Coding 


Region , 


SEQ 


L L' , 




M 


L L ^ 


Repeated in SeqNo=12 












L 


o t) 


M 


336 


w 


Invalid Amino Acid Numtier 


in Coding 


Region , 


SEQ 


L L' . 


L 


r 

Li 




M 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


T Ti • 
L L' . 


± 4^ 


T 

L 


4 I ' 


M 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


L L' . 


L ^ 


T 

L) 


1 f\ r 
4 l.t . t 


M 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


12 


T 

L 


1 ^ 'j 
4 J ^ 


M 


112 


c 


(48) String data converted 


to lower 


case , 








T 

L 


4 .1 1. 


M 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


13 


M 




Repeated in SeqNo=13 












L 


1 J 1 


M 


336 


w 


Invalid Amino Acid Numtier 


in Coding 


Region , 


SEQ 


ID: 


13 


L 


4 .) / 


M 


336 


w 


Invalid Amino Acid Number 


in (Coding 


Region, 


SEQ 


ID: 


13 


L 


1 1 M 

4 4 It 


M 


3 36 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


13 


T 

L 


4 4^ 


M 


334 


w 


(2) Invalid Amino Acid in 


Coding Region, NUMBER 


OF 


INVALID KEYS 


L 


4 4 .5 


M 


3 36 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


13 


T 

L 


1 1 ^ 


M 


3 36 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


13 


L 


1 1 (J 
4 4 :1 


M. 


3 36 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


13 


L 


4 ) J 


M: 


3 36 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


13 


L 


1 ex " 

4 J . ' 


M: 


3 36 


w 


Invalid Amino Acid Number 


in (Coding 


Region, 


SEQ 


ID: 


13 


L 


4 58 


M: 


3 36 


w 


Invalid Amino Acid Number 


in Coding 


Region, 


SEQ 


ID: 


13 


L 


4 J i 


M: 


254 


E 


No. of Bases conflict, LENGTH: Input 


0 Counted: 530 SEQ: 13 


L 


4 O 1 


M: 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


13 


L 


4 64 


M : 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


13 


L 


4 84 


M: 


112 


c 


(48) String data converted 


to lower 


case , 








L. 


487 


M: 


2 54 


E 


No. of Bases conflict, LENGTH: Input 


105 Counted 


102 


SEQ: 14 


M: 


112 


Repeated in SeqNo=14 












L : 


489 


M: 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


14 


M: 


2 54 


Repeated in SeqNo=14 












L : 


4^^2 


M: 


336 


w 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


14 


L : 


4 95 


M: 


336 


w. 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


14 


L : 


498 


M: 


3 36 


W: 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


14 


L : 


501 


M: 


336 


W: 


Invalid Amino Acid Number 


in Coding 


Region , 


SEQ 


ID: 


14 


L : 


501 


M : 


252 


E : 


No- of Seq. differs, <211> 


LENGTH: Input: 349 


Eound:301 SEQ:14 


L : 


519 


M: 


112 


C : 


(48) String data converted 


to lower 


case , 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/4 98 , 5 56A 



DATE: 04/26/2002 
TIME: 11:49:44 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I4 98 55 6A.raw 



L: 520 M: 334 W: 
M:112 Repeated 
L : 561 M: 112 C : 
M:112 Repeated 
L : 603 M: 112 C : 
604 M: 351 W: 
Repeated 
610 M:334 W 
628 M: 252 E 
6^3 M : 2 0 I W 
6 5 (J M : 2 5 7 W 
655 M:112 C 
112 Repeated 
677 M:252 E 
634 M:212 E 
762 M:212 E 
767 M:252 E 
879 M:330 E 
SS'^ M:201 W 
893 M:112 C 
Repeated 
L:917 M:112 C: 
M:112 Repeated 
L: 961 M: 112 C: 
M:112 Repeated 
L: 1005 M: 112 C 
M:112 Repeated 
L:1048 M:112 C 
M:112 Repeated 
L:10 92 M:112 C 
M:112 Repeated 
L: 1136 M: 254 E 
M:112 Repeated 
M:254 Repeated 
1150 M: 336 W 
1156 M: 336 W 
1162 M: 336 W 
1175 M: 252 E 
1193 M: 112 C 
M:112 Repeated 
L: 1217 M: 320 E 
L: 1227 M: 334 W 
L: 1251 M: 112 C 
M : 112 Repeated 
L:1295 M:112 C: 
M:112 Repeated 
L: 1352 M: 332 E: 
M : 3 32 Repeated 
L: 1375 M: 332 E: 



L : 
M: 11. 

L 
L 
L 
L 
L 
M 
L 
L 
L 
L 
L 
L 
L 

M: 11 



L: 
L : 
L : 
L: 
L: 



(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 1 
in SeqNo^lS 

(48) String data converted to lower case, 
in SeqNo=16 

(48) String data converted to lower case, 

Sequence data Name/Key Feature Out-of -Range, SEQ 1D# : 17, CDS LOCATION : 1 .. 291 
in SeqNo=17 

(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 1 
No. of Seq. differs, <211> LENGTH : Input : 4 2 5 Found:434 SEQ:17 
Mandatory field data missing, <213> ORGANISM 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:19 
(48) String data converted to lower case, 
in SeqNo=19 

No. of Seq. differs, <211> LENGTH : Input : 4 2 5 Found:430 SEQ:19 

(34) Invalid or duplicate Sequence ID Number, SEQUENCE ID NOS:20 differs: 18 

(34) Invalid or duplicate Sequence ID Number, SEQ ID NO: 23 

No. of Seq. differs, <211> LENGTH : Input : 96 Found:0 SEQ:23 

(2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS : 1 

Mandatory field data missing, <213> ORGANISM 

(48) String data converted to lower case, 

in SeqNo=30 

(48) String data converted to lower case, 
in SeqNo^31 

(48) String data converted to lower case, 
in SeqNo=32 

(48) String data converted to lower case, 
in SeqNo=33 

(48) String data converted to lower case, 
in SeqNo=34 

(48) String data converted to lower case, 
in SeqNo-35 

No. of Bases conflict, LENGTH : Input : 4 9 Counted:48 SEQ: 36 
in SeqNo=36 
in SeqNo=36 

Invalid Amino Acid Number in Coding Region, SEQ ID: 36 
Invalid Amino Acid Number in Coding Region, SEQ ID: 36 
Invalid Amino Acid Number in Coding Region, SEQ ID: 36 
No. of Seq. differs, <211> LENGTH : Input : 6 86 Found:685 SEQ:36 
(48) String data converted to lower case, 
in SeqNo=37 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 

(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 1 
(48) String data converted to lower case, 

in SeqNo=38 

(48) String data converted to lower case, 
in SeqNo=39 

(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 41 
in SeqNo=41 

(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 42 
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VERIFICATION SUMMARY DATE: 04/26/2002 

PATENT APPLICATION; US/09/4 98 , 556A TIME: 11:49:44 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04 262 002\I4 98 5 5 6A.raw 



M 


332 Repeated 


in SeqNo=42 














L 


13 98 M:332 E 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID 


43 


M 


332 Repeated 


in Sec5No=43 














L 


14 2 2 M:33 2 E 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID 


4 4 


M 


3 32 Repeated 


in SeqNo=4 4 














L 


1447 M: 332 E 


(32) Invalid/Missing 


Amino 


Acid 


Numbering ^ 


SEQ 


ID 


45 


M 


3 32 Repeated 


in SeqNo=45 














L 


1471 M:332 E 


(32) Invalid/Missing 


Amino 


Acid 


Number i ng / 


SEQ 


ID 


4 6 


M 


3 32 Repeated 


in SeqNo=46 














L 


14 9 5 M:332 E 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID 


47 


M 


332 Repeated 


in SeqNo=4 7 














L 


1518 M:332 E 


(32) Invalid/Missing 


Amino 


Ac id 


Numbering / 


SEQ 


ID 


48 


M 


3 32 Repeated 


in SeqNo=48 














L 


1542 M: 332 E 


(32) Invalid/Missing 


Amino 


Ac id 


Numbering , 


SEQ 


ID 


49 


M 


332 Repeat^ed 


in SeqNo=4 9 














L 


1585 M ■ 332 E 


f 3 M In va lid /M i <=; i n a 

l^jjJ J-llV \JL J L vjI / ll-i-Oh-> _l_ll^ 


Am i no 

iil 1 1 ^ 1 1 


Ac id 


NumberinQ , 


SEQ 


ID 


50 


M 


332 Repeated 


in SeqNo=50 














L 


15R8 M-33"' E 


^ 3 -M T n Vf3 lid /M 1 s s i n cr 


Amino 


Ac id 


Numbering , 


SEQJ 


IE> 


51 


M 


33-^ RPDpated 

—} —} A-t 1 \ V-J ~ '^v^VjI 


in *-^P("tNo=S1 

j^ii ^ ^ _L 














L 


1611 M:332 E 


(32) Invalid/Missing 


Amino 


Ac id 


Number i ng / 


SEQ 


IE> 


52 


M 


332 Repeated 


in SeqNo=52 














L 


16VI M-33'^ E 


^'3"'^ Invalid /Mi <^ i no 


Am i no 


Ac id 


Nnmhp r i na , 


SEQ 


IE) 


53 


M 


332 Reoeated 


in .SpcfNo=53 














L 


1656 M:332 E 


('32'! Invalid /Mi *^ *^ i no 


Amino 


Acid 


Number i ng ^ 


SEQ 


IE) 


54 


M 


33^ Rpneat ed 


i n '^PoMo=S4 

J- 1 1 J Vl--^^ li 














L 


1678 M-33"' E 


Tnvrilifi /Mi ^ 9 i ncr 

l^^i J-llV UL J 1_ / 11 -i- O O 1 1 


Ami no 


Ac id 


Numbering ^ 


SEQ 


IE* 


55 


M 


3 32 Repeated 


in Ss<^No=55 














L 


17 01 M • ^ 3 F 

/ V.' J- 11 . ^ ^ ij J_J 


TriVr^liH /M 1 <^ n n cr 

\ ^ j-t \ J^llV \JL J_ _L \Jl / 11 J_ ^ O j_ 1 1 ^ 


Am i n o 


Ac id 


Niimbpri nci , 


SEQ 


IE* 


56 


M 


3 32 Repeated 


in SeqNo=56 














L 


17"' 4 M-3 3^ E 


^3^^^ Invalid /M i <^ <^ i n cr 


Am i n o 


Ac id 


Nnmbpri nQ , 


SEQ 


ID 


57 


M 


3^'^ Rpnpated 


i n ^P(tMo='^7 














L : 


1 7 4 7 M-33;' E 


^ 3 ~* ^ T n va lid /M i <=; i n cr 


Am i n o 


Ac id 


Niimbpr i no 


SEQ 


IE' ' 


58 


M : 


33? Rpnpatpd 

-J ^ LKKZ. yJ CI L- V-jl 


in *^p(TMn=5R 














L : 


1770 M: 332 E. 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


59 


M: 


332 Repeated 


in SeqNo=5 9 














L : 


1793 M: 332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


60 


M: 


332 Repeated 


in SeqNo=60 














L: 


1814 M: 332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


61 


M: 


332 Repeated 


in SeqNo=61 














L : 


1835 M: 332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


62 


M: 


332 Repeated 


in SeqNo=62 














L: 


1870 M:332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


63 


M: 


3 32 Repeated 


in SeqNo-63 














L: 


1904 M: 332 E: 


( 32 ) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


64 


M: 


332 Repeated 


in SeqNo=64 















L:1962 M:201 W: Mandatory field data missing, <213> ORGANISM 

L:1969 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:66 

L:1975 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:66 after pes . : 0 

L:1982 M:201 W: Mandatory field data missing, <213> ORGANISM 
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VERIFICATION SUMMARY DATE: 04/26/2002 

PATENT APPLICATION: US/0 9/4 98 , 55 6A TIME: 11:49:44 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 



L 


1989 


M 


257 


W : 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID# 


: 67 








L 


1994 


M 


341 


W : 


(46) "n" or "Xaa" used, for SEQ 1D#:67 after pos . : 0 












L 


2 (") 0 0 


M 


201 


W : 


Mandatory field data missing, <213> ORGANISM 












L 


2 () 0 7 


M 


257 


W : 


Feature value mis-spelled or invalids <221> Name/Key for SEQ 


ID# 


: 68 








L 


2 00 8 


M 


257 


W : 


Feature value mis-spelled or invalids Describe feature in <22 


3> 


for 


SEQ 


ID# 


68 


L 


2 (JO 9 


M 


257 


W : 


Feature value mis-spelled or invalid, Describe feature in <22 


3> 


for 


SEQ 


ID# 


68 


L 


2014 


M 


341 


W : 


M6^ "n" or "Xaa" used for SEO ID# • 68 after dos "0 












L 


2020 


M 


2 01 


W : 


Manfi;^1"nrv fipiri riata missina <'"'13> ORGANISM 












L 


2(')3 5 


M 


201 


W : 


Mandatory field data missing, <213> ORGANISM 












L 


2 0 5 0 


M 


201 


W : 


Ma nHa "hnTv fip»l(i Hata mi^c;ina <?13> itRGANISM 












L 


2067 


M 


201 


W : 


MandatDTv fipid data m 1 c; i na , <"'13> (")R(^ANISM 












L 


207 6 


M 


330 


E : 


(2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS : 1 












L 


2 082 


M 


201 


W : 


Mpinri;^tn'rv fif^ld data mi^^^inQ <'13> (iRitANTSM 












L 


2 0 9 8 


M 


201 


W : 


MPi r\f]pif^ PiTv f i c\ Hal'a mic;ciin{7 <''*13> iiRt'^ANT SM 
r'lCiiiu.a.LLJiy jlj^cj-U. \j.cii_.ci iiixoiDXiiy, ^,j_iJ — > >_'i\'j/t.iixi^ii 












L 


2113 


M 


201 


W : 


Mandatorv fi^ld data missina, <'13> ("tRGANISM 












L 


2127 


M 


201 


W : 


ManHai-nr-v fif^lri Hata mic:c;ina <:'~*13> ORGANISM 












L 


214 2 


M 


201 


W : 


Ma nria t nr^v fipld data nnic;c;ina- <~'13> ORGANISM 












r 




M 


u ± 


w • 


M;^ nH;=i -t-oTv "Fif^lH H^^l^a micjciincT <"'13> (")RGANTSM 












T 

j_i 


^ 1_ O .i_ 


M 

i*i 




W • 
w . 


"Po^p 1^ n 7"o ^ ^^ Tnic-crTnolloH n>r i r\\'^ Pi ^ i r\ <''^'1> Mnmp>/Kp>v foT" *-iFIO 

rtrdULlXc VclXLi.ti; lllXo c>^trXXt:LJ. t_JX XJivaxXLJ., ^^.^^jX^ l>( diuc; /i^^j' xwx iJXiV; 


ID# 


: 78 








L 


2162 


M 


2 57 


W : 


Feature value mis ~ spelled or invalid. Describe feature in <22 


3> 


for 


SEQ 


ID# 


78 


L 


216 7 


M 


2 5 8 


W : 


M;r nH;^1"nr'v Vf^Fi1~ mic;<=innrr ^ooo-^ not found for ST^C) Tn#*78 

i'i d 1 i \ J dL-WXy rCdL-LlXC; IllXOOXilM, ll J. ■ ^ \X 1 1 Vwl X <y X J_i J. J-V tt . / w 












L 


2167 


M 


341 


W : 


Mfi^ "n" or "Xaa" nqpd for SECt ID#-78 after DOS -0 












T 

j-i 


^ L U O 




4-. ^ 


F • 

i-j . 


INvJ. KJ 1- Oti^J. (XXXXtrXo, ^jCiXX^ XjJ_jl>lv^jLii.Xil^U.l_.J r^^ixinx. / OXjv^. / (J 












T 
ij 


■"'17'^ 




^ U -L 


w • 
kv . 


i^idiiUdL-Wxy J-Xfcrxu HdUd luxooxiiy/ ^^xj^ '_'x\^j/-vinxc)1'^i 












L 


217 7 


M 


257 


W : 


Fpatnrp va 1 n p mi s - sdpI 1 pd or inva^lid. <221> Name/Kev for SEO 


ID# 


: 79 








T 

±j 


7 ft 


M 
rl 


S7 




Tr'oP4l~iiT'o '^r;ilno Tn"iQ-Qr^<^1l(=ir1 o'r in'',''^iliH npQr^T~ihp tpal'iiTP in <^^' 

jrCdLLiXC VdXU-C lllXo '^r'^ ^ L C; vJ. W X XllvdJ L \X , LJ C; O X X d x d ci ix x x 1 1 ^ 4-1 


3> 


for 


SEQ 


ID# 


79 


T 

Ij 




M 


2 5 8 


W * 


M;=^ n H ^ 1" OTv Pf^;^1~n"rf^ mic;<=;inn' not found for '^FC) in#*7Q 

i"! d 1 i \Jt. dLV^JXy I;tI;dL-LtXC llLXCJOXliy/ 11 W J- W l a 1 1 LJ. X X Xj \/ -L TT . / ^ 












T 

ij 


^ 1 ft ^ 


M 


Ml 


W • 
W . 


Mfi^ "n" or "Yaa" n c:p.H for ^FO Tn#-7Q after dos -0 

IIUJ 11 \J -L J\ d d U. «D " VX , X LJ X i_> X X/ TT./J/ CiXl—CX ^ LJ iZ> . . L/ 












T 


''IRQ 


M 


i-i W X 


rV . 


Mp} n H ;=) 1" o r"\/ tii^^lrl riafa miciQinrr <'"'13> (~iRt^ANT*^M 
xidiHJ,dULJxy j-XcxLi udud iiix^oxiiy» "^ju.xj^ '„'i\\jr\iNxoii 












L 


219 3 


M 


2 57 


W : 


Fpa t n rp valiip mi<=;-c;npllpd or irivalid, <2 21> Name /Kev for SEO 


ID# 


: 80 








T 
J-j 


"> 1 Q J. 




n c 7 


w . 


Foj=t"t~iiT~o TT^^lno mic3 — cnfZinioH ot" iriA/^p^liH ni^cjOTittP f"Pri1~nT"P in <'"''^ 

rt^dUU-Xt! vdXUt: illXo O^tiXXtilX LJX XllVdXXLJ./ l^triJ^^XXX/t: XtZdl—U-XC; Xll 


3> 


for 


SEQ 


ID# 


80 


T 
Ij 


1 Q Q 
^ i. y J 


M . 


^ J o 




Mpi nH ;=! 1" o TV Vf^Pi1~ \m^(=^ mic;c;inn ^''>''}'~i^ not f('^iirid for *-!Fr) TD#"80 
i\LdiHJdL-L/'xy rtidULixc luxooxiiy/ ^ ^ j-i ^ ^ likj l~ x>jiiiivx xwx ijlj^' xx/tt.ljw 












T 


± -7 .7 




3 41 




^4fi^ "n" or "Xaa" n c;pri for '-^FO TDt-ftO aftpr do^ -0 












L 


2 2 Ct 5 


M : 


201 


W : 


ManHaforv fiplfi Hafa mic;c;ina <^"*13> ORGANISM 

I'l d 1 1 LJ. dL-^^xy xxcixix ixdi—d iiixooxiiy, — > ^ ivvj .n. i n _l 1 1 












T 

J_J 




r 1 . 


'1 c 7 




Fd;^"!"!!!^^ "^73ln(=» micr-or^olloH or in^/PiliH ^""^l^ ^RTDf^ /Kf^\/ for '-JFT) 
rtrdULixt; vcixu.tr iiixo ojJtrXXtiLJ \Ji. xii/dxxxx/ -^ij^x-'' ixdiuc/ixcry xljx oi^^^ 


ID# 


: 81 








T 




rl . 


2 57 


W : 


F(=»;i"l~iiT(=i T7";ilno mic;-c;rK^llp»H or in^/r^liH Hp^^oritiP fpatnrp in <1 7* 

rCdULlXc; VClXU.ti lllXS kD^t;J LC-^J \J 1- Xll/dxxvx, L^co^.^xxx'c; xc:cii-u.xc: xii ^^-lij 


3> 


for 


SEQ 


ID# 


81 


L 


2 2 1 5 


M : 


25 8 


W : 


Mandatorv Featnrp missina <^'2 2> not found for SEC> ID#*81 












L 


2215 


M: 


341 


W: 


(46) "n" or "Xaa" used, for SEQ ID#:81 after pos . : 0 












L 


2221 


M: 


201 


W: 


Mandatory field data missing, <213> ORGANISM 












L 


2225 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID# 


: 82 








L 


2226 


M: 


257 


W: 


Feature value mis-spelled or invalid, Describe feature in <22 


3> 


for 


SEQ 


ID# 


82 


L 


2231 


M: 


258 


W: 


Mandatory Feature missing^ <222> not found for SEQ ID# : 82 












L 


2231 


M: 


341 


W: 


(46) "n" or "Xaa" used, for SEQ ID#:82 after pos . : 0 












L 


2237 


M: 


201 


W: 


Mandatory field data missing, <213> ORGANISM 












L 


2241 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID# 


: 83 








L 


2246 


M: 


258 


W: 


Mandatory Feature missing, <222> not found for SEQ ID#:83 












L 


2246 


M: 


341 


W: 


(46) "n" or "Xaa" used, for SEQ ID#:83 after pos . : 0 












L 


2252 


M: 


201 


W: 


Mandatory field data missing, <213> ORGANISM 












L 


2256 


M: 


257 


W: 


Feature value mis-spelled or invalid, <221> Name/Key for SEQ 


ID# 


: 84 









file://C:\CRF3\Outhold\VsrI498556A.htm 



4/26/02 




VERIFICATION SUMMARY DATE: 04/26/2002 

PATENT APPLICATION: US/0 9/4 9 8 , 5 5 6A TIME: 11:49:44 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\l498556A.raw 



L 


2257 


M 


2 57 


W : 


Feature value miS"Spelled. or invalid, Describe feature in <22 


3> 


for 


SEQ 


IDtt 


: 84 


L 


2 2 58 


M 


257 


W : 


Feature value mis-spelled or invalid, I'escribe feature in <22 


3> 


for 


SEQ 


ID# 


: 84 


L 


2263 


M 


2 58 


W : 


Mandf^toT^/ Fpf^tiiTP rni^'^incr < ^ ^ ^ '> not ti'innd f ov '^ET) Tnii^'R4 












L 


2263 


M 


^4 I 


W : 


M 6 "n" or "Xaa" used, for SEO ID# • 84 after dos *0 

V T LJ J i i Ly -L tJ- L4- LJ. O , J, J- ^ 1 J J- L^ ~ < LJ T H J- L- ^ X K-' V> O • « L/ 












L 


226 9 


M 


201 


W : 


Ma ndatorv field dri'ta mi'^sinQ, <^13> iiRt"", ANTSM 












L 


2 2 7 3 


M 


257 


W : 


Pe^r^1~nTf^ V/^^lnpi micj-cinf^llf^d dt irVrilirl ■'"'~*1> Mf^mf^/ Kpi^^ tor" '-IPf) 

i- C-l I Li. -1- ^ V Ci ^ Li i L 1 O O 1- tZZ Lj. Lh/ J- J_ I i • Ci A- LA i ^ j-i ^ ^ i T Ci i L L ^ / 1 \. V X. L^ J_ 1 J 


I D# 


: 85 








L 


2 2 7 8 


M 


258 


W : 


Mandatory Feature missing', <222> not f(")urid for SEQ lDtt:85 












L 


22 78 


M 


341 


W : 


"n" or "Xaa" used for SE() ID#-85 affer dos -0 












L 


2 2 84 


M 


201 


W : 


M.-^ nd*^1"OTV fip>ld dat^^ Tnic;c:inQ <''''1^> ')R(^TAhJT 

L I Ci 1 i L^ Ci L- J- / J- -L -L L^ LX Ci Ci J I L O O J_iiLJ, ^ijj^^ ^ . ' iA \J 1 1 _L *wJ 11 












L 


2 2 88 


M 


2 57 


W : 


J-T;CIL-L1-LC; VCi_LLJ.C; lll_LO OMCil-J-C; Ll Lv J- Xll^CiiXLJf ^.j_ij_i_L^ INCllllCT/rv. C:/ 1„ Lj* X O X j 


I D # 


: 86 








L 


2 2 93 


M 


2 5 8 


W : 


M.-i nfiFi1"riT'/ Fp>r1"ii T'f^ m i c: <^ i n n <' ' n o1~ f rt 1 1 n ri t n t PT) T n tt • 

1 i d 1 1 Lji Cl L- W X ^ lLi;(jll— LIXC ill_LJDi_JXllV-J, ^ijjji..'^ ii Lj" I_ X'..''J.11LJ XLJX wJLj X XV TT . LJ LJ 












L 


2 2 93 


M 


341 


W : 


"n" or "Xaa" used, for SE(") ID#-H6 after dos -0 

I T LJ y 1 i L^ X J \ Ci Ci Li O ' -i , X X k_J i_j X Xy IT , ^ J LJ Li X C LH X L^ *ZJ i • LJ 












L 


2 2 99 


M 


2 01 


W : 


M<^ ndr^torv field dr^tri inissinci <''1'^> i)K(iANIf'^M 

11 Li 1 i L^ Ci L^ L^ X / XX LH _L Lji LjI LiL^Ci lllXkDt3J_iivH / ^.t^X— .'l\^.JriilXfc^ 11 












L 


2 30 3 


M 


257 


W : 


XdClL-LlXC; VCi_LLl~ lllXO OMLZTl-J-d LJ. X. X I 1 v Ci J L LJ , llCllUC/lVC;)' X X iJ Xj 


I D# 


: 87 








L 


2 308 


M 


258 


W : 


Ma nrla1~OT'7 Pp>a1"iiTf=^ mici'^inrr <'^'^"'> not* foiinH for" c?Fr) intt'ftT 

1 ICl 1, J LJ Q c.L_/ Xy XCdL-LiXC; lUXOOJ-ilM/ ^ij^^j^.^ 11 LJ L- X 'X 1 1. LX X LJ X LJ Xj \/ X XJ Tt . LJ / 












L 


2 308 


M 


Ml 


W : 


"n" or "Xaa" used for SE() Tn# • 87 after dos -0 

^ TT LJ y il L_J X /iClCi LiOCLJ., X LJ X 1 J X XJ TT . l..' / < J. 1. l_ ^H; X ^ LJ J . . \J 












L 


2 3 14 


M 


201 


W : 


11 Cl 1 1 LJ Cl L- LJ J- / X X. CT J_ LJ LJ. Cll^Cl JUXOiZJJ-ilL^/ > ^ 1\ ' J / T. 1 1 X C> 11 












L 


2 318 


M 


J 12 


C : 


(''IR^ *-itFincj data pon Vf* r t Rd t o 1 r'^wp r < ^ 

I T LJ J w X X li LJ LJ Ci Ci L^ LJ 1. 1 V L ^ X LZZ LJ L- *.J X L J W VZZ X * Ci O ... / 












L 


2 3 2 2 


M 


2 01 


W : 














L 


2 326 


M 


3 2 0 


E : 


CM Wrona Nurlelr Arid Dpsi anat(':)r NirMBFR OF TNVAT^TD KEYS * 1 

I X J TiXV_.'ll*-1 llLi V X_ X_ \^ iL \^ J_ LJ U ^ O -X L.^ i X Ci L- *w, X , llL'lllJXjiV _/X XllV £1 XJ XX' 1\ Xj X fcj • x_ 












L 


2 326 


M 


112 


C : 


C.lft\ '^I'Tinrr Ha'ha rrinvpTl^prl "ho 1 c"iwp t na c: p 

^ T Lj j tJ L. X 1. 11 LJ LJ Cik_Ci L^LJllVTTX L-C; LJ L-LJ 1. '..J W C; X Ci O , 












L 


2 3 2 6 


M 


2 52 


E : 


li>^. LJX OL-LJ. LJJ LXdXO, ^.^-.J L ^ Xjl_il>iLJlO.Xill-'Lll_.^J xLJLJ.llLJ.i..Zi OHj >^ . U -7 












L 


2 3 3 0 


M 


2 01 


W : 


MandatriTv fipid data mic:ainrT <l'13> (iR(tANT*-iM 

11 d 1 1 LJ ClL-Lj'X y XJ_Li;J_ LJ LJ dCU lUX<LZ>OJ.ilL^ , \ajJ } ^ ' ' . 1 r\ J- tJ LI 












L 


2 3 34 


M 


2 57 


W : 




II)# 


. J \j 








L 


2 3 3 9 


M 


2 52 


E : 


No of Se^d differs ^ '"> 1 1 > T,FN( tTH • T nnn r • 1 Found ■ 0 ^FO-QO 

ll W . LJ X ij r_. , vj XXX~XO, ^...-iJ XJljil'Jlll.Xllf'Lli.-..tj_L X LJ LI 1 J LJ . L / l J Xj \^ . ^ L/ 












L 


2 347 


M 


257 


W : 


Feature valup mis-SDelied or in^'^'alid -^ '1> Name/Ke\' fo?" Sf^fj 

X ^ Ci L- Li X L^ V Ci X_ LJ LH 1 L L J^ O O KJ ^ .1 J- L^ LJ L.J X X. i 1 ' Ci J^ J_ LJ / . j-r X_ 11 Ci 1 1 / IV ^ V X LJ X fc_J X-l 


ID# 


: 91 








L 


2 3 4 8 


M 


2 57 


W : 


x*i-Cj.ULixt: yciJ-Llt; illXo o^ti.lJ-CLJ LJx XJlvCiXXHi L'L^ilDL^XXX't:: XfcrCiL.lJ.Xti Xli ^-ij^j 


3> 




Q FO 


I D# 


9 1 


L 


2 3 5 3 


M 


2 52 


E : 


iN'-J. LJJ- OL_Lj. LJXJ-XtzXo, ^ijXX^ XiXjlN'_Jin.XllJ.JLi.'_-.Aj-J rLJLl.LiLj.L^ OCjV^.JX 












L : 


2 3 6 5 


M 


'\ 3 0 


E : 


( M Invalid Aminn Ariri Hp Qianaror NirMHKR (')F T MVA T T T) KFY • 1 

^ XliVciLXLJ rtlU XllLJ r^L-XLJ iJ(r;oXyilCii_*_/'X, INL'IJDJ-jXL '_'x XiiVrAXi±J_' IaxjXlJ.X 












L : 


2 386 


M 


257 


W : 


Fpatnre ^/alue mis-SDelled or' invalid •' '^1> Namp/Kpv foT" *-iF(") 

X L Ci Li X L7 V Ci J- Ci LT 1 L I X_ O O kJ LT J_ J_ LT \ J LJ X J_ 1 1 V Ci J_ X LJ # ^ ^ u J_ ^ 11 Ci 1 1 L^Z^ / lY LH V X LJ 1 . 1 J \^ 


ID# 


: 94 








L : 


^ s> o / 


M 


J 57 


W : 


Ft'ial^iiT'p ^7'alnp mi q-qopII pH or" nn^/'aTiH r^PQr'T'iV^P f'f:>^t'iiT~f^ in <'*'^* 

r*.^ClL.U.Xtr VCiXU.C lllXt3 o^trXXtz'.J. LJX XllVClXXLJ, LJl;;^( LXXJtr J_t:CiUl-lXt; xli 


3> 


for 




ID # 


-J ^ 


L : 


2 3 92 


M : 


2 58 


W : 


\A7\T\c\p\'V r^T" T Fpa1~iiT'p mi QQi n rr <^'^'^'^^ no1~ f"i~^iinH "ppr" *^Fri Triit • Q 4. 

iiCliiLJ.CiL.Lj'Xy xt;ClL.Li.Xt; lllXOiT^Xliy/ ^ ^ i-i ^ ^ ilLJL. J-LJ'illfcJ J_LJX Oxj\^ J.X'tr.jr'i 












T . 


j 3 q 2 


M : 


4 1 


W : 


^"-tUJ IJ LjX /iCJCl Qofcrtl, XLJX OHi'^' XX'Tr.,'4 dlUfciX LJLJ0,,L' 












L • 


2 3^2 


M * 


112 


C : 


^■-tOy Ol LJ^lJLj t J d L _ Cl L^LJilVL^XL.tiLJ L-LJ XLJwtrX '.. ClJ^tjr, 












T • 
J_i . 


J y 




". cr -) 
J ^ 


Hi . 


iNiJ, LJx Otrt-J. LlXJ-Xtrxo, ^.x^XX.-^ XirjlNVjin.XLl^iLl.U..^O xLJLLiiLJ.O-J OHj^^.^'tI 












L : 


2 4 Ci 8 


M : 


201 


W : 


Manrla1"07"''7 fiplH Ha'ha Tnic;c:-inrr <^'1^> mRitAMT^^M 

11 d 1 1 LJ d L- -L / X C; J_ LJ LJ dl_d lUiiZ)i!DJ_llL^^ .^-iJ-J.^ 1\ > .3 rT. 1 1 C 11 












L : 


24 28 


M : 


3 3 0 


E : 


f Invalid Amino Arici Dpsianator NIFMRFR fiF TNVAT^in KF^'S • 1 












L: 


2430 


M: 


333 


E: 


Wrong sequence grouping, Amino acids x\ox. in groups! 












L: 


2430 


M: 


330 


E: 


(2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS : 1 












L: 


2541 


M: 


252 


E: 


No. of Seq. differs, ^211> LENGTH : Input : 3 6 Found : 5 SEQ:106 












L: 


2607 


M: 


201 


W: 


Mandatory field data missing, <213> '"tRGANISM 












L : 


2618 


M: 


201 


W: 


Mandatory field data missing, <:213> (jRGANISM 












L: 


2630 


M: 


201 


W: 


Mandatory field data missing, <213> ijRi.lANISM 












L: 


2642 


M: 


201 


W: 


Mandatory field data missing, <213> (jRi.jANISM 












L: 


2654 


M: 


201 


W: 


Mandatory field data missing, <213> 'ORGANISM 












L: 


2666 


M: 


201 


W: 


Mandatory field data missing, <:213> oRiiANISM 












L: 


2678 


M: 


201 


W: 


Mandatory field data missing, v213> ORf.^ANISM 












L: 


2681 


M: 


257 


W: 


Feature value mis-spelled or invalid, •:221> Name/Key for SEQ 


ID# 


: 118 








L: 


2686 


M: 


258 


W: 


Mandatory Feature missing, <222> not found for SEQ ID#:118 
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L:2686 M 
L: 2691 M 
I.: 2694 M 
r.: 2695 M 
TL'ff : 119 
L:2696 M:2 57 W 



VERIFICATION SUMMARY DATE- 04/76/9009 

PATENT APPLICATION: US/09/4 98 , 556A ™: l(?49-44 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 

'J! """ ^^'^ 1^*^118 after pos . : 0 

^01 W: Mandatory field data missing, .:213> ORGANISM 

^57 7- ITtZ"" "'i"^ ™is-spelled or invalid, .:221> Name/Key for SEQ ID#-119 

-57 W. Feature value mxs-speiled or invalid. Describe feature in <223> for SEQ 

L.2696^M:257 W: Feature value ™is-spelled or invalid, Describe feature in <223> for SEQ 

l.:2701 M:258 W: Mandatory Feature missing, <22j-> not found for '^vn Tna no 

L:2701 M:341 W : (46) ■'n" or "Xaa" used, Lr SEO ID# ll'. a^tf ^ pos • 0 

I ' a M-'-'nt ^-^^^-^ fi-ld 'i-ta missing, ■\n3> ' ORCANISM ' 
■■^7^^ M^^datory field data missing, • 213> ORGANISM 

j"- lly u'^n] , ^^"d^tory field data missing, • 213> ORGANISM 
l -'ltA u"->n] , "'"5"'°"^ ^'^^'^ ''"^^ missing, • 213> ORGANISM 
-766 M^n! . ''^''^ ^"^^ missing, <.213> ORGANISM 

'-■ V 4 ^ r ^i^ld data missing, ^213> ORGANISM 

L-^778 M^O? M ^T"' f ''"'^ Designator, NUMBER OF INVALID KEYS • 1 
r -7.n m'^hi , Mandatory field data missing, <.213> ORGANISM 
^^7.« I'- "'^"'^^tory field data missing, .:2I3> ORGANISM 

L-810 m'so E^ r?l ^-^leic Acid Designator, NUMBER OF INVALID KEYS : 1 

L-8-'5 M-' 0? L \ 7 . '"'"^ ''^^'^ Designator, NUMBER OF INVALID KEYS 
r ^/^^l ■ "^"d^tory field data missing, <213> ORGANISM 



1 



«»»^atory field data missing, , ,13> ORGANISM 

L,.,.i „:.oi L„Lf:.,"i.jra,fn;3J°;,-^^i^:;?r^^;L-,T " 

L:-: 60 h: '52 " ^'^^ ID^'l3, .Lr pos": 

L-mI M-n? »^ < = LENGTH: input: 6 FO„nd:0 SEQ : 1 3 1 

^'■'It- « "'"'''"■^y missing, <;13> ORGANISM 

^"67^ T'^T "is-spelled or invalid, ,:_.21> Name/Key for SEQ ID. 132 

L,.67. M .58 W: Mandatory Feature missing, .:222> not found for si-o Vn. '■"'■^-'^ 

'"s o ":'57 « " Id"i32 afterpos": 

. ;se5 1::;?,' w"; a-t^r e«:ir:£;:,' °:,;"r;'^'-'"%~^ -° —33 
"^e" ^^'^^ r " ?o^"» :"-.3n t rpos^;°'^"^ 

"L^^s^ ::; i:^^a:o;y"e:t": -s;„r%=^i'-t^r " -f ° 
r „"■■ ""■ " ?or^;E;^o°^fr;^t rpS°:u""" 

":'u ::;.^8' .--rr ::t:ir:£;:^ or i,™ird, :221> NaL/Key to, IO.:133 

L:2,13 M:3.1 „: „M ■ » - '^or -Xaa- ^sSd '"?;r\;;i'lo:'l tf r'pos" ■ ^ ' ^ ' " 

L:2'^15 M:258 W: Mandatory Feature inisslna - . t ^ POS . . U 

i:-^:" •- - -ed"?or^;:.rio"i3'r:?t rp L":?"'"" 

e;;,;^ ^^^^^-S^ or rnvalid, <221> NaL/Key for SEQ I0.:13. 

y reauuxe missing, <,^^2> not found for SEQ ID#;136 



file.7/C:\CRF3\Outhol(fvVsrI498556A.htm 



4/26/02 




VERIFICATION SUMMARY DATE: 04/26/2002 

PATENT APPLICATION: US/0 9/4 9 8 , 5 5 6A TIME: 11:49:44 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 



L 


: 2928 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:136 after pos . : 0 






L 


: 29 30 


M 


258 


W: 


Mandatory Feature 


missing, ■.,222> not found for SEQ ID#:136 






L 


: 2 9 3 0 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:136 after pos.:16 






L 


: 2 9 .3 7 


M 


257 


W: 


Feature value mis 


-spelled or invalid, <221> Name/Key for SEQ 


ID# 


: 137 


L 


: 294 2 


M 


258 


W: 


Mandatory Feature 


missing, -:222> not found for SEQ ID#:137 






L 


: 2942 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ 1D#:137 after pos . : 0 






L 


• 2 94 4 


M 


258 


W: 


Mandatory Feature 


missing, v222> not found for SEQ ID#:137 






L 


: 2944 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:137 after pos.: 16 






L 


2951 


M 


257 


W: 


Feature value mis 


-spelled or invalid, <221> Name/Key for SEQ 


ID# 


: 138 


L 


2956 


M 


258 


W: 


Mandatory Feature 


missing, <222> not found for SEQ ID#:138 






L 


2956 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:138 after pos . : 0 






L 


2958 


M 


258 


W: 


Mandatory Feature 


missing, <222> not found for SEQ ID#:138 






L 


2958 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:138 after pos.: 16 






L 


2965 


M 


257 


W: 


Feature value mis 


-spelled or invalid, <221> Name/Key for SEQ 


ID# 


139 


L 


2 9 7 0 


M 


258 


W: 


Mandatory Feature 


missing, <222> not found for SEQ ID#:139 






L 


2970 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:139 after pos . : 0 






L 


29 7 8 


M 


257 


W: 


Feature value mis 


-spelled or invalid, <:221> Name/Key for SEQi 


ID# 


140 


L 


2 9 8 3 


M 


258 


W: 


Mandatory Feature 


missing, ■.222> not found for SEQ ID# : 14i;) 






L 


2 98 3 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEq ID#:140 after pos . : 0 






L 


2991 


M 


257 


W: 


Feature value mis 


-spelled or invalid, < 221> Name/Key for SEQ 


ID# 


141 


L 


2996 


M 


258 


W: 


Mandatory Feature 


missing, <222> not found for SEQ ID#:14i 






L 


2 9 9 6 


M 


341 


W : 


(46) "n" or "Xaa" 


used, for SEQ ID#:141 after pos . : 0 






L 


3 004 


M 


257 


W: 


Feature value mis 


-spelled or invalid, ^221> Name/Key for SEQ 


iri# 


14 2 


L 


3 0 1) 9 


M 


258 


W: 


Mandatory Feature 


missing, -;2 2 2> not found for SEQ ID#:14 2 






L 


3 0 (■) 9 


M 


341 


W : 


(46) "n" or "Xaa" 


used, for SEq ID#:142 after pos. :0 






L 


3017 


M 


257 


W: 


Feature value mis 


-spelled oi~ invalid, <221> Name/Key for SEQ 


ID# 


143 


L 


3022 


M 


258 


W: 


Mandatory Feature 


missing, -:222> not found for SEQ ID#:14 3 






L 


3 022 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:143 after pos. :0 






L 


3030 


M 


257 


W: 


Feature value mis 


-spelled or invalid, <:221> Name/Key for SEQ 


ID# 


144 


L 


3035 


M 


258 


W : 


Mandatory Feature 


missing, •-:222> not found for SEQ ID#:144 






L 


3 0 3 5 


M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:144 after pos, :0 






L : 


3 04 3 


M . 


257 


W : 


Feature value mis 


-spelled or invalid, <221> Name/Key for SEQ 


ID# 


14 5 


L : 


3 04 8 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found for SEQ ID#:145 






L : 


3 04 8 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:145 after pos . : 0 






L : 


3056 


M: 


257 


W: 


Feature value mis 


-spelled or invalid, <221> Name/Key for SEQ 


ID# : 


146 


L : 


3 0 61 


M: 


258 


W : 


Mandatory Feature 


missing, <222> not found for SEQ ID#:146 






L : 


3061 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ 1D#:146 after pos . : 0 






L : 


30 6 9 


M: 


257 


W: 


Feature value mis- 


-spelled or invalid, <221> Name/Key for SEQ 


ID# : 


147 


L : 


30^4 


M: 


258 


W: 


Mandatory Feature 


missing, '^2 2 2> not found for SEQ ID#:14 7 






L : 


3074 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:147 after pos . : 0 






L : 


3087 


M: 


258 


W: 


Mandatory Feature 


missing, v;222> not found for SEQ ID#:148 






L : 


3087 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:148 after pos . : 0 






L : 


3100 


M: 


258 


W: 


Mandatory Feature 


missing, v222> not found for SEQ ID#:149 






L : 


3100 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:149 after pos . : 0 






L : 


3113 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found for SEQ ID#:150 






L : 


3113 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:150 after pos . : 0 






L : 


3126 


M: 


258 


W: 


Mandatory Feature 


missing, v222> not found for SEQ ID#:151 






L : 


3126 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:151 after pos . : 0 






L : 


3139 


M: 


258 


W; 


Mandatory Feature 


missing, <222> not found for SEQ ID# : 152 







file://C:\CRF3\Outhold\VsrI498556A.htm 



4/26/02 





VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/4 98 , 556A 



DATE: 04/26/2002 
TIME: 11:49:44 



"RECEIVED 



Input set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 



MAY ^ /liL'/ 



TECH CENTER 16C0:2S'0O 



L 


3139 


M 


341 


W : 


(46) 


fi 


n" or 


"Xaa" used, for SEo ID# : 152 


after pos 




0 




L 


3152 


M 


258 


W : 


Mandatory Feature missing, 


<222> not found 


for SEQ 


ID# : 


15 3 


L 


3152 


M 


341 


W : 


(46) 


M 


n" or 


"Xaa" used, for SEQ ID#:153 


after pos 




0 




L 


3165 


M 


258 


W : 


Mandatory Feature missing, 


<2 2 2> not found 


for SEQ 


ID# : 


154 


L 


3165 


M 


341 


W : 


(46) 


11 


n " or 


"Xaa" used, for SEO ID# : 154 


after pos 




0 




L 


3178 


M 


258 


W : 


Mandatory Feature missing, 


<222> not found 


for SEQ 


ID# : 


155 


L 


3178 


M 


341 


W : 


(46) 


II 


n" or 


"Xaa" used, for SEg ID#:155 


after pos 




0 




L 


3191 


M 


258 


W : 


Mandatory Feature missing. 


<2 2 2> not found 


for SEQ 


ID# : 


156 


L 


3191 


M 


341 


W : 


(46) 


tl 


n" or 


"Xaa" used, for SEQ ID#:156 


after pos 




0 




L 


3204 


M 


258 


W : 


Mandatory Feature missing, 


<222> not found 


for SEQ 


ID# : 


157 


L 


3204 


M 


341 


W : 


(46) 


11 


n " or 


"Xaa" used, for SEQ ID# : 157 


after pos 




0 




L 


3217 


M 


258 


W : 


Mandatory Feature missing, 


<222> not found 


for SEQ 


ID# : 


158 


L 


3230 


M 


258 


W : 


Mandatory Feature missLng, 


<222> not found 


for SEQ 


ID# : 


150 


L 


3 24 3 


M 


258 


W : 


Mandatory Feature missing, 


<222> not found 


for SEQ 


ID# : 


160 


L 


3437 


M 


252 


E : 


No . 


of 


Seq. 


differs , 


<. 


211;- 


LENGTH : 


Input 


2 0 


Found : 




SEQ : 


174 


L 


3450 


M 


252 


E : 


No . 


of 


Seq. 


differs , 


<, 


211> 


LEN<"TH : 


I nput 


2 0 


Found : 


4 


SEQ: 


175 


L 


3490 


M 


214 


E : 


f 3 3 ^ 


Seq , # missing , 


SEQ ID 


NO : 17 9 














L 


3502 


M 


252 


E : 


No . 


of 


Seq. 


differs , 


< 


211 > 


LENGTH : 


Input 


14 


Found : 


15 


SEQ 


: 180 


L 


3515 


M 


252 


E : 


No . 


of 


Seq . 


differs , 




211 > 


LENt^jTH : 


Input 


8 


Found : 14 


SEQ : 


181 


L 


3 528 


M 


2 52 


E : 


No . 


of 


Seq . 


differs , 




211 


LENGTH : 


Input 


7 


Found : 8 


SEQ : 182 


L 


3541 


M 


2 52 


E : 


No . 


of 


Seq. 


differs , 




211 > 


LENGTH: 


Input 


6 


Found : 7 


SEQ : 183 


L 


3554 


M 


252 


E : 


No . 


of 


Seq. 


differs , 


< 


211 > 


LENGTH : 


Input 


26 


Found : 


6 


SEQ: 


184 


L 


3 56 9 


M 


252 


E : 


No . 


of 


Seq . 


differs , 


< 


211> 


LENGTH : 


Input 


25 


Found : 


26 


SEQ 


: 1.85 


L 


3584 


M 


2 52 


E : 


No . 


of 


Seq . 


differs , 




211> 


LENGTH : 


Input 


24 


Found : 


25 


SEQ 


: L86 


L 


3 5 99 


M 


252 


E : 


No . 


of 


Seq . 


differs , 




211 > 


LENGTH : 


Input 


2 3 


Found : 


24 


SEQ 


: 187 


L 


3614 


M 


252 


E : 


No. 


of 


Seq . 


differs , 




211> 


LENGTH : 


Input 


22 


Found : 


23 


SEQ 


: 188 


L 


362 9 


M 


252 


E : 


No. 


of 


Seq . 


differs , 




211> 


LEN(;TH: 


Input 


21 


Found : 


22 


SEQ 


: 189 


L 


3644 


M 


252 


E : 


No. 


of 


Seq . 


differs , 


< 


211> 


LENGTH: 


Input 


2 0 


Found : 


21 


SEQ 


: 190 


L 


3659 


M 


252 


E : 


No. 


of 


Seq. 


differs , 


< 


211::- 


LENGTH: 


Input 


19 


Found : 


2 0 


SEQ 


: 191 


L 


3 67 3 


M 


252 


E : 


No. 


of 


Seq , 


differs , 




211> 


LENGTH: 


Input 


18 


Found : 


19 


SEQ 


: 192 


L 


3687 


M 


2 52 


E : 


No. 


of 


Seq . 


differs , 




211> 


LENGTH : 


Input 


17 


Found : 


18 


SEQ 


: L93 


L 


3701 


M 


252 


E : 


No. 


of 


Seq . 


differs , 


< 


Jll> 


LENGTH : 


Input 


16 


Found : 


17 


SEQ 


: 194 


L 


3714 


M 


252 


E : 


No . 


of 


Seq . 


differs , 




211 > 


LENGTH : 


Input 


15 


Found : 


16 


SEQ 


: 195 


L 


3727 


M 


252 


E : 


No . 


of 


Seq . 


differs , 




211 > 


LENGTH: 


Input 


14 


Found : 


15 


SEQ 


: 196 


L 


374 0 


M 


252 


E : 


No . 


of 


seq. 


differs , 




211 > 


LENGTH : 


Input 


13 


Found : 


14 


SEQ 


: 197 


L 


3753 


M : 


252 


E : 


No. 


of 


Seq . 


differs , 




211> 


LENGTH: 


Input 


20 


Found : 


13 


SEQ 


: 198 


L 


3766 


M : 


252 


E : 


No. 


of 


Seq . 


differs , 




211> 


LENGTH: 


Input 


T 1 


Found : 


12 


SEQ 


: 199 


L 


3779 


M: 


252 


E: 


No. 


of 


Seq . 


differs , 




211> 


LENGTH : 


Input 


10 


Found : 


11 


SEQ 


: 200 


L 


3792 


M: 


252 


E : 


No . 


of 


Seq . 


differs , 




211> 


LENGTH : 


Input . 


9 


Found : 10 


SEQ: 


2')1 


L 


3805 


M: 


252 


E: 


No . 


of 


Seq . 


differs , 




211> 


LENGTH : 


Input : 


8 Found: 9 


SEQ: 2 


02 


L: 


3818 


M: 


252 


E : 


No, 


of 


Seq . 


differs , 


< 


211> 


LENGTH: 


Input : 


7 


Found : 8 


SEQ: 2 


03 


L: 


3831 


M: 


252 


E : 


No. 


of 


Seq . 


differs , 




211> 


LENGTH: 


Input : 


6 


Found : 7 


SEQ: 2 


04 


L: 


3832 


M: 


212 


E : 


(34) 


Invalid or duplic 


ate 


Sequence 


ID Number, SEQ 


ID NO 


: 204 


L: 


3884 


M: 


212 


E : 


(34) 


Invalid or duplicate 


Sequence 


ID Number, SEQ 


ID NO 


: 207 


L : 


3896 


M: 


252 


E : 


No. 


of 


Seq . 


differs , 




211> 


LENGTH : 


Input : 


6 


Found : 5 


SEQ: 2 


07 


L: 


3897 


M: 


214 


E: 


(33) 


Seq . # missing , 


SEQ ID 


NO : 2 0 8 














L : 


4233 


M: 


3 30 


E : 


(2) 


Invalid 


Amino Acid 


Designator , 


NUMBER OF INVALID KEYS : 1 


L: 


4248 


M: 


3 30 


E : 


(2) 


Invalid 


Amino Acid 


Designator / 


NUMBER OF INVALID KEYS : 1 


L: 


4454 


M: 


212 


E: 


(34) 


Invalid or duplicate 


Sequence 


ID Number, SEQ 


ID NO 


: 248 



file://C:\CRF3\Outhold\VsrI498556A.htm 



4/26/02 



• 



VERIFICATION SUMMARY 

PATENT APPLICATKJN : US/0 9/4 9 8 , 5 5 6A 



DATE: 04/26/2002 
TIME: 11:49:44 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\04262002\I498556A.raw 



4 4 66 
4 4 7 9 
4 4 92 
4505 
4518 M: 
4 5.n. M: 
4 54 4 M: 
4 560 M: 
4 561 

4 57 5 
4717 
4832 
48J2 

5 3 60 
5920 
5 920 
5921 
5921 
5922 
5922 



252 
252 
252 
252 
252 
252 
252 
252 
214 
252 
214 
333 
330 E 
330 E 
333 
330 
333 
330 
333 
330 



No. of Seq . differs, 
No. of Seq. differs, 
No. of Seq. differs, 
No. of Seq. differs, 
No. of Seq. differs. 
No. of Seq. differs. 
No. of Seq. differs. 
No, of Seq. differs, 
(33) Seq.# missing, SEQ 
No. of Seq. differs, -2 
(33) Seq.# missing, SEQ 
Wrong sequence grouping 
(2) Invalid Amino Acid 
(2) Invalid Amino Acid 
Wi'ong sequence grouping 
(2) Invalid Amino Acid 
Wrong sequence grouping 
(2) Invalid Amino Acid 
Wrong sequence grouping 
(2) Invalid Amino Acid 



!11:> LENijTH : Input : 11 Found:10 SEQ:248 
!11> LENGTH : Input : 10 Found : 9 SEO:249 
!ll> LENGTH : Input : 9 Found : 8 SEQ:250 
]11> LENGTH : Input : 8 Found : 7 SEQ: 251 
ill> LENGTH : Input : 7 Found : 6 SEQ: 252 
:ll:> LENGTH : Input : 16 Found : 8 SEQ:253 
lll> LENGTH : Input : 8 Found: 7 SEQ: 254 
lll> LENGTH : Input : 7 Found: 11 SEQ: 255 
ID NO: 256 

11> LENGTH : Input : 5 Found:23 SEQ:257 

ID NO : 268 
, Amino acids not in groups ! 
Designator, NUMBER OF INVALID KEYS : 1 
Designator, NUMBER OF INVALID KEYS:1 
, Amino acids not in groups 1 
Designator, NUMBER OF INVALID KEYS : 2 
, Amino acids not in groups! 
Designator, NUMBER OF INVALID KEYS : 2 
, Amino acids not in groups 1 
Designator, NUMBER OF INVALID KEYS:1 



file://C:\CRF3\Outhold\VsrI498556A.htm 



4/26/02 



TECHCENTERi6C:25: 
RAW SEQUENCE LISTING 

ERROR REPORT \^ 



RECEIVED 

lOTECHNOLOGY JkB 
SYSTEMS 
BRANCH 



MAY > mf SYSTEMS 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: Q^/H'^^SS^n 



Source: 

Date Processed by STIC: ^/2h/QnoZ^ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gOv or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gOV or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://wvyw.uspto.gov/web/offices/pac/checker 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 
a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 
Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 
Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 
United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/clocunients.htm> , EPS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 
U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7*** Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 

Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



Revised 01/29/2002 



Raw Sequence Lbtlnc Error Summu^ 



RECEI^D 

MAY u ' -/mi 

TECHCENTERi6::2.-:; 



Invalid Line Length 

Misaligned Amino 
Numbering 



E RROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPILA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

1 Wrapped Nucleio The numbcrAcxl at the end of each line 'Vrapped^ down to the next line. This may occur if your file 

Wrapped Aminos was retrieved in a word processor atter creating it Please adjust your right margin to .3; this will 
prevent *Vrspping.** 

The rules require that a line not eicecd 72 characters in length. This includes white spaces. 

The numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

_Non-ASCII The submitted file was not saved in ASCn(DOS) text, as required by the Sequence Rules. Please 

ensure your subsequent submission Is saved in ASCII teit. 

_Variable Length Sequcnce(s) contain n's or Xaa*s representing more than one residue. Per Sequence Rules. 

each n orXaa can only represent ■ single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> sectioHhat some may be nrussing. 

_PatcntIn 2.0 A "bug'' in Patcntin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

-bug" sequences(s) . Normally, Patcntin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Ariincial or Unknown sequences. 

^Skipped Sequences Scquence(s) missing. If intentional, please insert the following lines for each skipped sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRlPnON:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentiorully skipped 

Please also adjust the **(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



Skipped Sequences Scqucncc($) 
(NEW RULES) 



missing. If Intentional, please insert the following lines for each skipped sequence. 



9 Use of n*s or Xaa's 

(NEW RULES) 

10 U teitiri<213> 

Response 



<2 10> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa*8 have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n*s or Xaa*s are present 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaji represents. 

Per 1.823 of Sequence iGilca, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Oenus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence ' 



U 



Use of<220> 



Sequence(s) _ 



missing the <220> **Feature*' and associated numeric identifiers and responses. 



12 



PalentIn 2.0 
~ "bug" 



Use of <220> to <223> is MANDATORY if <213> •'Organism** response is "Artificial Sequence** or 
•-Unknown." Please explain source of genetic material in <220> to <223> section. 
(Sec -Federal Register,** 06A)1/I998, Vol 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk** function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager** or any other nunual means to copy file to floppy disk. 



13 Misuse of n n can only be used to represent a tingle noclcoddc in a nucleic acid sequence. N is not used to represent 

any vahie not specifically a nucleotide. 
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